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Ala Trp Lys Mec Leu Giy Leu Phe Arc Lys Mis Asn Lys lie Pro Arc 
500 . 505 5i0 

Ser Giu Leu Leu Asn Giu Leu Msc Asp Ser Ala Lys Vai Ser Asn Ser 
5 .515 520 525 

Pro Ser Gin Ala lie Giu Vai Vai Giu Leu Aia Ser Ala Phe Ser Leu 
330 535 540 

10 " Pro lie Cys Giu Giy Leu Thr Gin Arc Vai Mec Ser Asp Phe Aia lie 
545 550 • 555 560 



15 



20 



25 



Asn Gin Giu Gin Lys Giu Aia Leu Ser Asn Leu Thr Aia Leu Thr Ser 
565 570 575 

Asp Ser Asp Thr Asp Ser Ser Ser Asp Ser Asp Ser Asp Thr Ser Giu 
530 535 590 

Giy Lvs 



(2) INFQEHAT I ON FOR SEQ ID MG: 253: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 13 1 arnano acids 
(3) TYPE: amino acid 
" (D) TOPOLOGY : linear 

30 (xi) DESCRIPTION: SEQ ID NO: 253: 

Mec Lys Leu Asn Leu Cys lie - Pro Asn Trp Aia Arg Cys Pro Leu Leu 
I '5 10 IS 

35 Leu Leu Phe- Pro Gin Leu Leu Pro Phe Gin Giy Giu Asp Asp Asp Pro 
20 25 ■ 30 

Leu Lys Aia Lys Ala Ala Asn Leu Vai Giu Ala Vai Pro Trp Giy lie 
35 40 45 " * 

40 

Lys Ala Pro Ser Phe Gin Vai Thr Cys Leu Vai Arg Vai Gin Leu Gin 
. 50 55 60 

Ser Cys Thr Pro Ser Arg Pro Ser Thr Leu Leu Ala Thr Ser Gin. Ser 
45 . 55 70 75 ao 

Pro Giy Arg lie Ser Cys Tyr Ser Pro Leu Ser His Leu Pro Pro Vai 
85 90 95 

50 Thr Thr Ser lie Gin Pro Ser Pro Vai Met Vai Pro Phe Gin Tyr Gin 
1Q0 105 110 

Aia Phe Leu Leu Gin Vai Lys Giu Pro Aia Aia Gin Thr Leu Leu Giy 
115 120 12S 



DO 



Gin Gin Xaa 
130 



60 
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(2) INFORMATION FOR* SEQ ID MO: 254: 

(i) SEQUENCE C?-Ai^CTERISTICS : 

(A) LENGTH: 21 amine acids 

(E) TYPE: amino acid 

(D) TOPOLOGY: linear 
{xi) SZQUEXCZ DESCRIPTION: SEQ ID NO: 254: 

Mec Arg Tyr His Ala Gin Leu lie ?he Cys He Phe Cys Xaa- ?he Vai 
1 .5 10 15 

Phe Vai Xaa Lys Xaa 
2Q 



(2) INFORMATION FOR SEQ ID MO: 253: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 31 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: '255: 

Mec Asn Asp Asn Ser Pro Asn His Ser Ser Ser Tyr Leu Pro Leu Pro 
1 5 10 15 

Leu Thr He Val lie Leu Gin Thr Gly His Lys Gly Thr Leu Xaa 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 256: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 219 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 256: 

Mec His Phe Leu Phe Arg Phe He Val Phe Phe -Tyr Leu Trp Gly Leu 
1-5 10 15 

Phe Thr Ala Gin Arg Gin Lys Lys Glu GIu Ser Thr Glu GIu Val Lys 
20 25 30 

He Glu Vai Leu His Arg Pro Glu Asn Cys Ser Lys Thr Ser Lys Lys 
25 40 45 

Giy Asp Leu Leu Asn Ala His Tyr Asp Gly Tyr Leu Ala Lys Asp Giy 

50 • ' 55^ 60 

Ser Lys Phe Tyr Cys Ser Arg Thr Gin Asn Glu Gly His Pro Lys Trp 
65 70 75 30 

Phe Vai -Leu Gly -Val Gly Gin Vai He Lys Gly Leu Asp He Ala Mec 
35 90. 95 



Thr Asp Mec Cys Pro Giy Glu Lys Arg Lys Val Val He Pro Pro Ser 

100 • 105 110 
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Phe Ala Tyr Giy Lys Giu Giy Tyr 
IIS 120 

Aia Thr Leu I la Phe Glu lie Glu 
130 " US 

Arg Ser Ha Glu Thr Phe Lys Gin 
145 150 

Lau Ser Lys Ala Glu lie Asn Leu 
165 

Asp Glu Lys Pro Arg As? Lys Ser 
130 

lie Phe Lys Lys Asn Asp His Asp 

195 200 

Glu Tyr Asn Vai Tyr- Gin His Asp 
210 215 



Aia Glu Gly Lys lie Pro Pro Asp 
125 

Leu Tyr- Aia Val Thr Lys Giy Pro 
140 

He Asp Mec Asp Asn Asp Arg Gin 
155 150 

Tyr Leu Gin Arg Giu Phe Glu Lys 
170 175 

Tyr Gin Asp Aia Val Leu Giu Asp ■ 
135 *19Q 

.Giy Asp Giy Phe He Ser Pro Lys 
205 

Glu Leu Xaa 



(2) INFORMATION FOR SEQ ID MO: 257: 

( i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 50 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 257: 

Mec Trp Val lie Arg Val Phe Gin Lys Thr Phe Leu Phe Phe Val Leu 
15 10 15 

Phe Trp Ser val Kis Cys lie Ser Asp Lys Phe Gly Cys Leu Trp Kis 
20 25 30 

Val Cys Met Lys Arg Glu Giy Asp Xaa' Asn Cys Leu Ser Phe Ser Xaa 
25 . 40 45 

Leu Xaa 
50 



(2) INFORMATION FOR SEQ ID MO: 25S : 

(i) SEQUENCE CHARACTERISTICS : . 

(A) LENGTH : 122 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 253: 

Mec Pro Ser Gin Thr Giu Xaa Phe Ala Aia Cys Giy Giy Kis Ser Leu 
1 • 5 10 • 15 



Leu Leu Val Xaa Leu Pro Leu Giy Leu Pro Phe Cys Pro Arg Aia Aia. 
20 25 30 
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Leu Cys Asp Leu Pro Phe Ser Leu Pro Ser Phe Pre "Gly Gin Ala Arg 
35 40 45 

Arc Gly Gly Ala Giu Lys Gin Gly Ala Glu Gly Arg Gly Leu Gin Vai 
50 55 60 

Lys Pro Arg Gly Gin Arg Thr Phe Gin Vai Ser Arg Thr Ala Pro Ala 
55 70 . 75 30 

Ala Pro Arg Ser Arg Gin Pro Arg Pro Pro Ala Ala Leu Pro Ala Leu 
■55 • 90 95 

Gly Phe Gly Gly Arg Gly Vai Ala Lys Gly Arg Phe Leu Cys Phe Trp 
100 105 110 

Cys Leu Tyr Mec Leu Arg He Asp Gin Xaa 
115 • 120 



(.2) INFORMATION FOR SEQ ID NO : 259: 

(i) SEQUENCE OffliiACTERISTICS: 

(A) LENGTH: 33 amine acids 

(3) TYPE: amino acid 

(D) TOPOLCGY: linear 
Ui) SEQUENCE DESCRIPTION: SEQ ID NO: 259: 

Met: Thr Ala Phe Cys Ser Leu Leu Leu Gin Ala Gin Ser Leu Leu Pro 

1 5 . 10 • 15 ' 

Arg Thr Met: Ala Ala Pro Gin Asp Ser Leu Arg Pre Gly Giu Giu Asp 
20 . 25 30 

Giu Gly Met Gin Leu Leu Gin Thr Lys Asp Ser Met Ala Lys Gly Ala 
35 40 45 

Arg Pro Gly Ala Xaa Arg Gly Arg Ala Arg Trp Gly Leu Ala Tyr Thr 
. 50 55 60 

Leu Leu His Asn Pro Thr Leu Gin Vai Phe Arg Lys Thr Ala Leu Leu 
65 70 75 30 

Gly Ala Asn Gly Ala Gin Pro Xaa 
35 



(2)' INFORMATION FOR SEQ ID MO: 250: 

(i) SEQUENCE C-IARAjCTERISTICS : 

(A) LENGTH: 26 amino acids 

(3) TYPE: amino acid 

(D) TOPOLCGY : linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID NO: 250: 

Mec He Gin Vai Ser Vai Pro Leu Leu Thr lie Mec .lie Phe Leu Leu 
i 5 ^10 15 



Tyr Leu Gin He Gly Pro Gly Lys Leu Xaa 
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20 



(2) INFGEMAT ION FOR SEQ ID NO: 251: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 29 amino acids 

(3) TYPE: amino acid 
.(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID NO: 261: 

Mec Uu Leu Asp Pro Phe lie Leu Leu Phe Cys Leu Phe Ser Thr Aia 
1.5 10 15 

Ala Gin Ser Cys Leu Glu Phe lie Tyr lie Gin Phe Xaa 
2Q~ 25 



(2) INFORMATION FOP. SEQ ID NO: 252: 

( i) SZQUzXCZ CHARACTERISTICS : 

(AJ LENGTH: 44 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION:' SEQ ID NO : 262: 

Mec Lys Phe Leu Ser lie Leu Leu- Asp Asp Asn Asn Phe Xaa Leu Met 
1 5 10 15 

Leu Mec Leu Ala- Pro Phe Gly Cys Leu Ala Phe Glu Arg Ser Met Lys 
20 25 30 

Mec i^rg Asn Gly Ala Leu Gly Leu Glu Glu Val Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 253 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 363 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 253: 

Mec Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Aia Cys Ser Pro 
1 5 . 10 15 

Val His Thr Thr Leu Ser Lys Ser Asp Aia Lys Lys Aia Ala Ser Lys 
20 25 30 

Thr Leu Leu Glu Lys Ser Gin Phe' Ser Asp Lys Pro Val Gin Asp Arg 
35 40 45 

Gly Leu Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His 
50 55 60 

Arg Ser Tyr Cys Ser Aia Lys Ala Arg Asp Arg His Phe Aia Gly Asp 
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55 70 75 30 

Vai Leu Giy Tyr Vai Thr Pro Trp Asn Ser His Giy Tyr Asp Vai Thr 
35 90 55 

5 

Lys Vai Phe Giy Ser Lys Phe Thr Gih lie Ser ?ro Vai Trp Leu Gin 
100 105 Ii0 

Leu Lys Arg Arg Giy Arg Giu Mec ?he Giu Vai Thr Giy Leu His Asp 
10 115 120 i25 

Vai Asp Gin Giy Trp dec Arg Ala Vai Arg Lys His Ala Lys Giy Leu 
130 135 140 

15 His lie Vai Pro Arg Leu Leu ?he Giu Asp Trp Thr "Tyr Asp Asp ?he 
145 150 155 ISO 

Arg Asn Vai Leu Asp Ser Giu Asp Giu lie Giu Giu Leu Ser Lys Thr 
155 170 175 

Vai Vai Gin Vai Ala Lys Asn Gin His ?he Asp Giy Phe Vai Vai Giu 
130 135 ISO 



20 



Vai Trp Asn Gin Leu Leu Ser Gin Lys Arg Vai Thr Asp Gin Leu Giy 
25 195 200 205 

f 

Mec ?he Thr His Lys Giu ?he Giu Gin Leu Ala Pro Vai Leu Asp Giy 
210 - 215 220 

30 Phe Ser Leu Mec Thr Tyr Asp Tyr Ser Thr AJLa His Gin Pro Giy Pro 
225 230 235 240 



35 



Asn Ala Pro Leu Ser Trp Vai Arg Ala Cys Vai Gin Vai Leu Asp Pro 
245 25Q 255 

Lys Ser Lys Trp Arg Ser Lys lie Leu Leu Giy Leu Asn Phe Tyr Giy 
250 2S5 270 



Mec Asp Tyr Ala Thr Ser Lys Asp Ala Arg Giu Pro Vai Vai Giy Ala 
40 " 275 230 235 

Arg Tyr lie Gin Thr Leu Lys Asp His Arg Pro Arg Mec Vai Trp Asp 
290 295 300 

45 Ser Gin Xaa Ser Giu His Phe Phe Giu Tyr Lys Lys Ser Arg Ser Giy 
305 310 315 320 

Arg His Vai Vai Phe T*rr Pro Thr Leu Lys Ser Leu Gin Vai Arg Leu 
325 330 335 

50' 

Giu Leu Ala Arg Giu Leu Giy Vai Giy Vai Ser lie Trp Giu Leu Giy 
340 345 350 

Gin Giy Leu Asp Tyr Phe Tyr Asp Leu Leu Xaa - 
55 " 355 360 



{2) INFORMATION FOR SEQ ID MO: 254: 

60 
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(i) SEQUENCE CHARACTEPJl STICS : 

(A) L3IGTK: 123 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRXPTXCN : SEQ ID MO: 264: 

Leu Pro Thr Lys lie Leu Vai Lys Pro Asp Arc Thr ?he Giu lie Lys 
1 5 10 15 

He Giy Gin Pro Thr vai Ser Tyr Phe Leu Lys Ala Ala Ala Giy lie 
20 25 30. 

Giu Lys Giy Ala Arg Gin Thr Giy Lys Giu Vai Ala Giy Leu Vai Thr 
35 40 45 

Leu Lys His Vai Tyr Giu lie -Ala Arg lie Lys Ala Gin Asp Giu Ala 
50 '55 60 

?he Ala Leu Gin Asp Vai Pro Leu Ser Ser Vai Vai Arg Ser lie He 
65 70 75 30 

Giy Ser Ala Arg Ser Leu Giy lie Arg Vai Vai Lys Asp Leu Ser Ser 
35 90 95 

Giu Giu Leu Ala Aia Phe Gin Lys Giu Arg Ala He Phe Leu Ala Ala 
100 105 110 

Gin Lys Giu Aia Asp Leu Aia Aia Gin Giu Giu Aia Aia Lys Lys Xaa 
115 120 125' 



(2) INFORMATION FOR SEQ ID NO: 255: 

(i) SEQUENCE CHAPAGTE3.ISTICS : 

(A) LENGTH : 54 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 255 : 

Met: Leu Leu Gin He His Pro Leu Leu Pro Ser Pro Thr He Pro His 
i 5 " 10 15 

He Leu Leu Leu Phe Leu Tyr Pro Thr Phe Ser He Leu Giu .His Ser 
20 25 30 

Cys Ser Tyr Cys He Giu Tyr Leu Trp Vai Cys Leu -Leu Phe Cys Leu 
35 ' 40 45 - 

Ser Leu Trp Phe Leu Xaa 
50 



(2) INFORMATION FOR SEQ ID NC: 265 : 
(i) SEQUENCE CM-PACTEEISTICS : 
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(A); LENGTH: 29 amino acids 
( 3 ) TYPE : amino . ac id 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : __ SEQ ID _NO_: 2sc : 

Mec Cys Leu Trp Cys Cys Giy Asp Vai Cys Ser Giv Leu Sar Ser L« 
1 5 ~ 10 " 15 ~ 

Leu Ser Leu Cys Vai Cys Cys Vai Vai Leu Ala Vai Cvs 

. 20 25. 



(2) INFORMATION FOR SEQ ID NO: 261: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
( xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 267: 

Glu GLy Leu Arg Leu Leu Leu Ser Leu Pro Ala Ala Leu Pro Arg Ser 
1 5 -10 15 

Cys- Cys His Pro Arg Trp Leu Pro Vai Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 263: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 221 amino acids 

(3) TYPE: amino acid '• 

(D) TOPOLOGY: linear 
(xi) SEQUENCE* DESCRIPTION: SEQ ID NO: 263: 

Mec Phe His Giy He Pro Ala Thr Pro Giy He Giy Ala Pro Giy Asn 
1 5 10 15 

Lys Pro Giu Leu Tyr Giu Glu Vai Lys Leu Tyr Lys Asn Ala Arg Glu 
20 25 30 

Arg Glu Lys Tyr Asp Asn Me- Ala Glu Leu Phe Ala Vai Vai Lys Thr 
35 4 . 40 4S 

Mec Gin Ala Leu Glu Lys Ma Tyr He Lys Asp Cys Vai Ser Pro Ser 
50 55 60 

Glu Tyr Thr Ala Ala Cys Ser Arg Leu Leu Vai Gin Tyr Lys Ala Ala 
65 70 75 30 

Phe Arg Gin Vai Gin Giy Ser Giu He Ser Ser He Asp' Giu Phe Cys 
35 90 95 

Arg Lys Phe Arg Leu. Asp Cys Pro Leu Ala Mec Glu Arg He Lys Glu 
100 105 110 

Asp Arg Pro He Thr He Lys Asp Asp Lys Giy Asn Leu Asn Arg Cys 
115 120 125 
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lie A_La Asp Vai Vai Ser Leu ?he lie Thr Vai Wee asp Ly s Leu Arg 
130 135 140 

Leu GIu lie Arg Ale Mec Asp Giu lie Gin Pro Asp Leu Arg Giu Leu 
145 ISO 133 150 

Mec Giu Thr Mec His Arg Met: Ser His Leu Pro Pro Asp Phe Giu Gly 
163 170 175 

Arg Gin Thr Vai Ser Gin Trp Leu Gin Thr Leu Ser Giy Mec Ser Aia 
130 135 190 

Ser Asp Giu Leu Asp Asp Ser Gin' Vai Arg Gin Met Leu Phe Asp Leu 
" 195 . . 200 205 

Giu Ser Aia Tyr Asn Aia Phe Asn Arg 'Phe Leu Kis Aia 
210 215 220 



(2)- INFORMATION FOR SEQ ID NO': 2 59: ■ 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 259: 



Mec Lys Xaa 
1 



(2) INFORMATION FOR SEQ ID NO: 270: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 49 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 270: 

Mec Gin Ala Pro Phe Xaa His Phe Ser Phe Arg Mec Phe Ser Asn Leu 
1,5 10 15 

Tyr- Cys Phe Ser Asp Phe Gin Pro Asn lie Ser Pro Cys Pro Leu Cys 
20 2S 30 • 

His Cys lie Leu Pro Xaa His His His Vai Phe Leu Leu Leu Aia Vai 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 271: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 52 amino acids 
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(3) TYPE : amino acid 
(D) TOPOLOGY: linear 
(Mi) SEQUENCE DESCRIPTION: SEQ ID NO: 271: 

Met Lys Leu Vai Thr Mec ?he Asp Lys Leu Ser Arg Asn Arg Val lie 
i 5 10 15 

Gin Pro Mec Giy Mec Ser Pro Arg Giy His Leu- Thr Ser Leu Gin Asp 
20 . 25 30 

Ala Mec Cys Giu Thr Mac Giu Gin Gin Leu Ser Ser Asp Pro Asp Ser 
35 .40 45 

Asp Pro Asp Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 212: 

(i) SEQUENCE CHARACTERISTICS:. 

(A) LENGTH: 32 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(:ci) SEQUENCE DE3C?S PTION : SEQ ID NO: 272: 

Met: Ala Val Giy Giu Ala Val Phe'' Val Pro Leu Gin Mis Pro Pro Leu 
1 5 10 15 

Leu Kis Giy Ser Pro- He Pro Lys Leu Leu Pro Giy Pro Leu Leu Xaa 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 273: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 57. amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 273: 

Mec Asn Giy Cys His Arg Arg Lys Arg Leu His Leu Cys Lys Thr He 
1 5 ' 10 15 

Tyr Leu Leu Trp Phe Val Phe Ser Phe Leu Leu Ser Asn Giu Val Val 
20 '25 30 

Ser Ser His Trp His lie Leu Arg Aia Val Gin He He Cys Thr Leu 
35 40' 45 

Phe His Arg Xaa I la Ser Aia Phe Xaa 
50- 55 



(2} INFORMATION FOR SEQ ID MO: 274: 
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(i) SEQUENCE CKARACTEP-ISTICS : 

(A) LENGTH: 22 amine acids 

(2) TYPE: amino acid 

(D) TOPGLCGY: linear 
(xi) SEQUENCE DE3C9S PT ION : SEQ ID MO: 274: 

Wee Gly Trp Vai Ser Ser ?ro His Val Lys Arg Arg Giu Cys Val Leu 
15 10 15 

Lys Lys Pro Phe" Phe Xaa 

20 . 



(2) INFORMATION FOR SEQ ID NO: 275: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 51 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 275: 

Mec Phe Asn Phe Phe Lys Asn Pro Leu Leu Thr Cys Leu Phe lie Ser 
1 5 -10 15 

Cys Tyr Leu Tyr Leu Ser Leu Leu Val Asn Lys Val Leu Phe Ala Giu 
20 25 30 

Giu Gly Leu Cys Cys Thr Tyr Cys Thr Thr Ser "Asn Thr Gly Giu Gly 
35 40 45 

Gly Vai Xaa 
50 



(2) INFORMATION FOP. SEQ ID NO : 276: 

(i) SEQUENCE CHARACTERISTICS : 

<A) LENGTH: 2 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 276: 

Mec Xaa 
1 



(2} INFORMATION FOR SEQ ID NO: 277: 

(i) SEQUENCE CHARACTER! ST ICS : 

(A) LSIGTH: 66 amino acids 

(3) TYPE: amino acid 
; (D) TOPOLCGY.: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 277: 

Mec Leu Cys Thr lie Leu Thr Vai Vai lie lie lie Ala Ala Gin Thr 
i 5 iO 15 
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Thr Arg Thr Thr Gly lie Pro Lys Asn Ala Pro Giy Pro Ala Pro Leu 
20 25 ' 30 

Cys Ala Pro Arg Ser Pro Arc Leu Phe Leu Gin Xaa Tyr Arg Giy Pro 
3 5 40 45 

Asn Giy Arg Pro Ala His Pro Phe Leu Gly Pro Ser Asp Leu Asp Thr 
50 55 SO 

Ser Xaa 

• 55 



(2) INFORMATION FOR SEQ ID MO: 273: 

(i). SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 257 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

Ui) SEQUENCE DESCRIPTION: SEQ ID NO: 273:'' 

Mec Leu Gly Ala Lys Pro His Trp Leu Pro Gly Pro Leu His Ser Pro 
1.5 10 15 

u 

Gly Leu Pro Leu Val Leu Val Leu Leu Ala Leu Gly Ala Gly Trp Ala 
20 .25 , 30 

Gin Glu Gly Ser GIu Pro Val Leu Leu Glu Gly Glu Cys Leu Val Val 
35 40 45 

Cys Glu Pro Gly Arg Ala Ala Ala Gly Gly Pro Gly Gly. Ala Ala Leu 
50 55 60 

Gly Glu Ala Pro Pro Giy Arg Val Ala Phe Xaa Ala Val Arg Ser Kis 
65 70 - • 75 30 

His His Glu Pro Ala Gly Glu Thr Giy Asn Gly Thr Ser Gly Ala He 
35 90 95 

Tyr Phe Asp Gin Val Leu Val Asn Glu Gly Gly Gly Phe Asp Arg Ala 
100 105 110 

Ser Gly Ser Phe Val Ala Pro Val .Arg Gly Val Tyr Ser Phe Arg Phe 
US 120 125 ■ 

His Val Val Lys Val Tyr Asn Arg Gin Thr Val Gin Val Ser Leu Mec 
130 125 140 

Leu Asn Thr Trp Pro Val lie Ser Ala Phe Ala Asn Asp Pro Asp Val 
'145 . 150 155 - 160 

Thr Arg Glu Ala Ala Thr Ser Ser Val Leu Leu Pro Leu Asp Pro Giy- 
, 155 170 175 

Asp Arg Val Ser Leu Arg Leu Arg Arg Gly Xaa Ser Thr Gly Trp Leu 
- - 180- 135 190 



Glu He Leu Lys Phe Leu Trp Leu Pro His Leu Pro Ser Leu Lys Asp 
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195 ::: 205 

?ro Ser Leu Ser Ser Thr Arc He Gin Pro Leu Thr Thr ?he Phe Cys 
210 215 220 

?r: Leu leu ?r: Maa Lys GLr. Ilea Lys -Gin Xaa Xaa Xaa Ser Leu Trp 
215 23: 235 240 

Leu Leu Ser His Leu Phe Ala 7— Giu ?ro Val Pro Asn Thr Gin val 
245 250 255 



(2} Z^eOSSO^Z CV PC?. SZ; ID :^C: 279: 

(i) ^EQ r -7SNC3 CC^A.CTZPCSTICS : 

(A.) LSjGCK : 103 aiolno acids 
(2) TT=£: a— Lno acid 
(D) 'TO PC LCGY : linear 
SZ^L^rCZ IISC=I?CIC>I: SZQ ID NO: 279: 

Me- Ala Pre Arg Ala Leu ?ro Gly 5er Ala Val Leu Ala lAia Ala Val 
1 _ 5. ;< 10 15 

Phe Val Gly Gly Ala Val Ser Ser Pro Leu Val Ala Pro Asp Asn Gly 
20 25 ' 30 

Ser Ser Arc Thr Leu His Ser Arc Thr Giu Thr Thr Pro Ser Pro Ser 
35 42 45 

Asr. Asp Thr Gly Asn Gly His Pre Giu Tyr lie Ala Tyr Ala Leu Val 
■ 50 55 60 

Pre Val Phe Phe lie Meo Gl-y Leu Phe Gly Val Leu lie :<aa Pro Xa a 
55 7: 75 80 

Xaa LLaa Lys Lys lys Gly Tyr Arc Cys Thr Thr Giu Ala Giu Gin Asp 
.35 90 35 

lie Giu Giu Giu Lys Giy 
100 



(2) ZNF~G-~GIT TCP. SZQ ID NC : 230: 

(i) SEQUENCE C-T-J^jCTZ?1l3TICS : 

'.A) L22 jSTK : 33 amino acids 

(3) TY7Z: 2sd_T-3 acid 
.(D) TCPCLCGY : linear 
CcL) DZSCP-IPTICN : SEQ ID NO: 230: 

Ms= Pro Val Thr Leu Ser Ser Leu Giy Phe Trp Val Leu Leu Ser Leu 
1 5 10 15 



Leu Phe Pro Trp Arc Thr Asp Gin Gly Cys Giy Pro Ala Thr Cys Tyr 
• 20 25 30 
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:<aa 



(2) INFORMATION FOR SEQ ID MO: 231: 

(i) SEQUENCE CHARACTERISTICS : 

• (A) LENGTH: 43 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID MO: 231: 

Mec Val Leu Gly Leu Leu Leu- Leu Leu Xaa Phe Phe Ser Phe Ser Ser 
1 ~ 5 10 15 

Ser Pro Ser Pro Ser Ser Ser Leu Leu Leu Leu Ser Ser Phe Phe Phe 
20 25 30 

Gin Ser Leu Ala Leu Ser Pro Arg Leu Glu Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 232: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 232: 

.Glu Trp Leu Val Phe Thr Phe Leu Leu Val Phe Gly Ser Pro Leu Gly 
1 ■ 5 10 ^ 

Lys Gly Pro Leu Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 232: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 70 amino' acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 233: 

Met He Arg Ala Leu Ser Leu Phe Leu Leu He Phe Asp Ala Ala Leu 
15 10 15 

Phe Ser Leu Ser Val Phe Val Phe He Gly His Leu Leu Pro Mec Pro 
20 25 30 

Lys Gly Thr Gly Leu His Ser Cys Ala Lys His Leu He Lys Ser Leu 
35' 40 '45 



Lys Glu Asn Val Leu Pro Leu Mec Asn Tyr Pro Asp Cys Lys Leu Lys 
50 55 60 
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lie Asa He Ser Pro Xaa 
S3 70 



(2) I? IFORMAT ION FOE SEQ ID NO: 234: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LEMGTH : 75 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(:ci) SEQUENCE DESCRIPTION: SEQ ID NO : 234: 

Mec Gly Lys Leu lie Arg Leu. Ser Val Mec Val Mec Ser Val Arg Arc 
i ' 5 10. 15 

Leu-Phe Ser lie Tyr Trp Val Leu Ser Thr Val Pro Asp Ala Val Gly 
20 25 30 

Ser Arg Gly Gly Mec GIu Glu Glu Cys Ser Arg Gly Leu Cys Cys Val 
35 . 40 4S 

Ala Gly Gin His Lys Gin Ala Lys Gly Lys Arg Gin Ala Trp Asn Lys 
50 55 60 

Gly Gly Glu Tyr Gin Cys Val Thr Tyr Cys Xaa 
65 70 75 



(2) I MFO RKAT ION FOR SEQ ID MO : 233: 

(i) SEQUENCE CKARACTERvI ST ICS : 

(A) LENGTH: 3 3 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCRIPTION : SEQ ID NO: 235: 

Mec Pro Ala "Leu Val Thr Leu Leu Leu Leu Phe Pro Leu Leu- Pro Leu 
1 5 10 15 

Mec Glu Ala Ser Cys Kis Val Mec Arg Cys Pro Mec Glu Arg Pro Thr 
20 25 30 

Xaa 



(2) INFORMATION FOR SEQ ID NO: 236: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(3) TYPE : amino acid 
•(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 236: 

Glu Ala Pro Trp Gly Leu Leu Lys Leu Leu Leu Leu Leu Ala Val Phe 
15 10 15 
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Xaa 



(2) INFORMATION FOR SEQ ID MO: 237: 

(i) SEQUENCE CHARACTERISTICS : 
10 ' (A) LENGTH: 17 amino acids 

(3)" TYPE: amino acid 

(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID NO: 237: 

15 Mec Gin Gin Lys Gin Lys Lys Ala Asn Glu Lys Lys Glu GIu Pro Lys 
1 5- 10 15 



20 



30 



40- 



Xaa 



(2) INFORMATION FOR SEQ ID NO: 238: 

25 . (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 33 amino acids 
£3) TYPE: amino acid 
(D) TOPOLOGY : linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID NO: 233: 



Mec Gin Arg Lys Val Ser A3? Phe He Ha His Gin Arg Leu Thr Val 
1 5-- 10 15 



Asn- Leu Cvs Val Ha Ser Phe Phe Phe Phe Leu Pro He Cys He Phe 
35 20 2S 30 



Ser Leu Ala Lys Lys Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 239: 



(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 12 amino acids 

(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
(Xii SEQUENCE DESCRIPTION: SEQ ID NO: 289: 

50 Met Ala Leu Leu He Ser Ser Leu He Trp Ser Xaa 

I .5 10 



55 (2) INFORMATION FOR SEQ ID NO: 290: 

(i) SEQUENCE C-IAPACTERI ST ICS : 

(A) LENGTH: 35 amino acids 
(3) TYPE: amino acid 
60 (D) TOPOLOGY : linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 290: 

Me" Gin Met ?he Thr Vai Ser Leu Leu Leu Ser Leu Leu Leu Arg Ser 
I S , 10 13 

Thr As? Gin Asn His Leu Gin Leu Leu v'a.1 Giy Arg Glu Asp His "Tyr 
20 25 30 

Giy Giy Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 291: 

(i) SEQUENCE CHAFACTERISTIC3 : 

(A) LENGTH: 15 amino acids 
• (31 TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 291: 

Met Ser Glu Ser Ala Cys lie Leu Asn Asn Gin Lys Glu Leu Xaa ' 
i "5 10, 15 



(2) INFORMATION FOR SEQ ID NO: 23*2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 292 : 

Met Asp Leu Asp tog Vai Lys Ala Glu Ala Thr Glu As? lie Thr Ser 
1-5 10 15 

Giy Vai Leu Cys Leu Leu Phe Leu Arg Leu Pro Pro Asn Ser Cys lie 
20 25 30 

Phe Pro Ser Ala Vai Leu Giy Ser Thr Arg Thr Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 293: 

(i) SEQUENCE C-lAiLACTERISTICS : 

(A) LENGTH: 13(5 amino acids 

(3} TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 293: 

Vai Vai Giy Thr Giy Thr Ser Leu Ala Leu Ser Ser Leu Leu Ser Leu 
I 5 10 15 

Leu Leu Phe Ala Giy Mec Gin Met Tyr Ser Arg Gin Leu Ala Ser Thr 
20 25 30 

Glu Trp Leu Thr lie Gin Giy Giy Leu Leu Giy Ser Giy Leu Phe Vai 
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35 40 45 

Phe Ser Leu Thr Ala Phe Asn Asn Leu GIu Asn Leu Val Phe Giy Lys 
50 55 50 

Gly Phe Gin A-ia Lys He ?he Pro GIu tie Leu Leu Cys Leu Leu Leu 
55 70 75 30 

Ala Leu Phe Ma Ser Giy Leu He His Arc Vai Cys Val Thr Thr Cys 
■ 35 SO 95 

Phe lie ?he Ser Mec Val Giy Leu Tyr Tyr He Asn Lys lie Ser Ser 
100 105 110 

Thr Leu Tyr Gin Ala- Ala Ala Pro Vai Leu Thr Pro Aia Lys Val Thr 
115 120 125 

Gly Lys Ser Lys Lys Arg Asn Xaa 
130 135 



(2} INFORMATION FOR SEQ ID MO: 294: 

(ik SEQUENCE C-LAaACTERISTICS : 

(A) LENGTH : 34 amino acids . 

(2) TYPE : amino acid 

(D) TOPOLOGY: -linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID MO: 294: 

Mec ?he He Phe Leu Phe Leu Cys Val Leu Ser Arg Lys He Gin Giu 
i 5 10 15 

Giu Tyr Tyr Arg Leu Phe Lys Asn Val Pro Cys Cys Phe Gly Cys Leu 
20 25 30 



(2) INFORMATION FOR . SEQ ID NO: 295: 

(i) SEQUENCE CHARACTERISTICS*: 

(A) LENGTH: 137 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 295: 

Mec Arg Thr Pro Gly Pro Leu Pro Val Leu Leu Leu Leu Leu Aia Giy 
1 5 10 -15 

Aia Pro Aia Aia Arg Pro Thr Pro Pro Thr Cys Tyr Ser Arg Mec Arg 
20 25 30 

Ala Leu -Ser Gin Giu He Thr Arg Asp Phe Asn Leu Leu Gin Vai Ser 
35 4Q 45 

GIu Pro Ser Giu Pro C/s Vai Arg Tyr Leu Pro Arg Leu Tyr Leu Asp 
50 ^ 55 60 
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He His Asn Tyr Cys Vai Leu Asp Lys Leu Arg Ass ?he Vai Ala Ser 
53 70 75 30 

Pro Pre Cys Trp Lys Vai Ala Gin vai Asp Ser Leu Lys Asp Lys Ala 
35 90 95 

Arg Lys Leu Tyr Thr tie Mec Asn Ser Phe Cys Arg Arg Asp Leu Val 
100 105 110 

Phe Leu Leu Asp Asp Cys Asn Ala Leu Giu Tyr Pro lie Pro Val Thr 
115 120 125 • 

Thr Val Leu Pro Asp Arg Gin Arg Xaa 
130 125 



(2) INFORMATION" FOR SEQ ID MO: 296: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 53 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY : linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID MO: 296 : 

Mec Trp Leu Leu Lys Pro Ser Ala! His Ser Pro Val His Xaa Leu Val 
i 5 10 15 

Leu Leu Phe Pro Arg Giy Trp Ser Gin Pro Giy Thr His Lys Arg Gin 
20 25 30 

lie Leu Val Asn Xaa Ala Ser Leu Pro Giy Giy Cys Leu Leu Pro Trp 
35 40 45 

Giy Ala Ala Leu Arg Phe Xaa 
55 



(2) INFORMATION FOR SEQ ID NO: 297: 

(i) SEQUENCE CHARACTERISTICS: 

(A.) LENGTH: 35 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 297: 

Mec Ser Arg. Arg Ala Giu Ala Ser lie Phe Val Leu Pro Lys Thr Leu 
1 5 10 15 

Leu Phe Val Leu Phe Pro Ala Phe Pro Ser Pro Ala Val Giy Cys Pro 
20 25 30 

Val Pro Xaa, 

3S' -. 



lie Trp Ser 
50 



(2) INFORMATION FOR SEQ ID NO: 298: 
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(i) SEQUENCE OSRHACTSHISTICS : 

(A) LENGTH: 73 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 298: 

Ser Cys Tyr lie Thr Pro Trp Ser Lys lie Gin Ser Phe Ser Leu Ser 
I 3 10 "15 

Leu ?he Gin Phe lie Leu Gin Giu Vai Asn lie Thr Leu Pro Glu Asn 
20 25 30 

Ser Vai Trp Tyr Giu Arg Tyr Lys Phe As? lie Pro Vai Phe His Leu 
35 ,. 40 45 

Asn Giy Gin Phe Leu Mec Mec His Arg Vai Asn Thr Ser Lys Leu Giu 
50 55 60 

Lys Gin Leu Leu Lys Leu Glu Gin Gin Ser Thr Giy Xaa Xaa 



(2) INFORMATION FOR SEQ ID NO: 299: 

(i) SEQUENCE .CHRRRCTSRIStlCS : 

(A) LENGTH: 95 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 299: 

Met Phe Vai Leu Phe Ser Leu Pro Lys Tyr Ala Giy Leu Arg Leu Pro 
1 5 10 15 

lie Pro Giy Leu Ser Ala Leu Leu Vai Phe Leu Leu Ser Leu Phe Ser 
* 20 25 30 

• Arg Arg Ala Gin Vai Giu Leu Thr Thr Giy Arg Glu Thr Leu Pro Lys 
3 5 40 45 

"Asn Leu Gin Giy Tyr Phe Pro Giu Phe Giy Phe Gin Vai Gin Asn Phe 
50 55 . 50 

r 

Leu Ser Cys Lys lie Tyr Ala Ala Ser Gin Lys Gin Pro Leu Pro Pro 
65 70 75 ' 80 

Leu Tyr Gin Leu Arg Phe Tyr Leu Lys Kis Mec Giy Leu Pro Xaa 
85 90 95 



(2) INFORMATION FOR SEQ ID NO: 300: 

(i) SEQUENCE CHARACTERISTICS : 

XA) LENGTH: 44 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID MO: 300: 
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Mec Ser Ser His Trp Thr Leu Lys lie Leu Leu Vai Pro Leu Phe Tyr 

1 S 10 15 

Leu Ser Leu Glu Phe Pro Ser Gly Phe vai Leu Cys Leu Ala Asn Asp 

20 25 3Q 

Leu Gly Tyr His Phe Ser Ser Arg Vai Arc Ser Xaa 
35 40 



(2} INFORMATION FOR SEQ ID NO: 301: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 "I amine acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(:ci) - SEQUENCE DESCRIPTION: SEQ ID NO: 301: 

Met Leu Vai Vai Asn lie Asn Leu Vai Phe Leu Leu Phe Phe lie Phe 
1 5 . . 10 15 

Leu Cys Tyr Leu Asp Ala Cys lie Asn Vai Phe Cys Phe Tyr Xaa 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 302: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH; 113 amino acids 

(3} TYPE: amino acid 

(D) TOPOLCGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 302: 

Mec Pro Vai Leu Pro Gly Arg Thr -Thr Ala Leu Leu Ser Leu Thr Leu 
1 5-10 15 

Ala Phe Ala Vai Pro Cys Ser Gly Vai Glu Ala Gly Pro Cys Vai Pro 
20 25 30 

Arg Ser His Gly Cys Ser Ser Trp Glu Ala Ser Vai Cys Vai Thr Ser 
35 40 45 

Ser Thr Pro Gly Gly Ser Trp Arg Ala Arg Ala Leu Phe Pro Ser Ala 
50 55 50 

AJ.a Trp His Arg Xaa Ala Ala Trp Asp Ser Pro Trp Thr Gin Thr Gly 
55 70 75 30 

Asp Phe Ala Ar-g Gly Ala Mec Gly Gly Ala Gly Ala Leu Pro Gly Gly 
35 90 95 

Cys Vai Cys lie Ser Gly Arg Pro Arg Ala Gin Lys Leu Pro Ala Leu 
- 100 . 105 110 



Xaa 
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(2) INFORMATION FOR SEQ ID NO: 202: 

(i) SEQUENCE C-IARACTERI3TIC3 : 

(A) LENGTH: L4 amino acids 

(2) TYPE: amine acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 303: 

Thr His He His Thr His lie lie lie Cys Ser Ser Vai Xaa 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 204: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 304: 

Mec Glu Asn Phe Phe Phe Ser Phe Tyr Leu Phe Leu He Thr Leu He 
1 5 10 15 

Pro Asn Giy Arg Thr Leu Ser Thr Thr Ala Asp His Cys Lys He Pro 
20 25 30 

Cys He Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 3Q5 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: J 5 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 305: 

Her Glu Leu Trp Glu Leu Ala Leu Cys Leu Leu Val Ala Leu Ser Ala 
1 5 10 15 

Kis-Mec Phe Thr Val Gin Leu Leu Ala Asp Leu Gly Phe 'Leu Phe Giy 
20 25 30 

Gly Phe Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 306: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 32 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 306: 
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Mac Giy Ala Sly 11* Leu .-J. a leu Leu Leu Pro Leu Giu Ser Val Leu 

i 3 10 15 

Thr Cys Ser Srp He Ser Yal Ser Thr Ser Giu Arg Gin Leu Trp Gin 

2C 25 30 

Ser Ser Gin lys Aii Thr lie leu Ser Leu Lys Leu Asp Ser Cys Phe 

3 3 40 43 

Cys Giy His Ser Sly Leu Lys Giy Lys Asr Giu Asp Thr Asp Ser Ser 

30 33 60 

Yal Pro lie lie ?rr Ser Lys Thr His Thr His Leu Giy Lys His Leu 

55 70 75 30 



lie Xaa 



(2) r^irc^c-csar r:?. ssq id sc: 307 : 

(i) SZQL"3Z;CZ -Srl^ACTZP-SClCS : 

■A) 72 aroir.o acids 

(3) rr?H: aruinc acid' 

(3) TCPCL2GY: linear 
f"-i) SBZrSEZIZZ "ZSCP-SCICN SEQ ID MO:' 3 07: 

l^ec Phe Tyr She Val Leu She lie Tyr Ser Ser Ser Giu Thr Trp Ser 
11 10 15 

Giy 'Ser Val Ala Gin Ajrp Giy Val His Giy Val lie lie Giy His Cys 
2G. 25 30 " 

Ser Val Giu Leu Pro Sly Ser Giy Asp Pro Pro Ala Ser Ala Xaa Leu 
33 40 45 

Val Ala Giy Thr lie Giy Thr Cys Pro Thr Mec Pro Giy Phe Val Tyr 
50 55 60 

Phe Leu Asn Asp Val' ZLaa Asr. Zaa 
55 70 



(2) rHFCPZ^TSC*: SC7. SSQ 13 NO : 308: 

(i) SZQCZNCS C^^AGTZSJISTXCS : 

(A) 1ZS3GTK: 34 amino acids 

(3) TYPE: arurio acid 

CD) TOPOLOGY : linear 
(xi) SZQUSTjCZ EZSCrLZPTICN: SEQ ID NO: 3 08: 

Mec Asp Ser Thr Leu Arg Gin Giy Arg Xaa Leu Leu Thr Leu Vai Pro 
1.5 10 13 



Ala Ser Leu Phe Ser Leu ' Thr Leu Giy Giy Pro Giy Pro Trp Lys Asp. 
20 25 30 
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D (2) INFORMATION FOR SZQ ID NO: 309: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 amino acids 

(3) TYPE: amino acid 
10 (D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 309: 

Met Gin Val Vai Giy Ser Tr? Pro Giy Arg Val Giy Vai Vai Gly Leu 
1 5 10 15 

15 

Ala Phe Ser Lau Vai lie Pro Pro Pro Ala lie Cys lis Ala Giy Pro 
20 - 25 30 

Ala Pro -Giy Leu Giy Giy Giy Giu Arg Gin Gin Lys Gly Leu Gly Arc 
20 35 40 45 

Gly Giy Gly Gly Leu Arg Asn Cys Pro Giy Arg Val Giy Met Ala Ala 
50 55 60 

25 Giu Pro Giy Ala Leu Leu Cys Leu Thr Ser Arg Asp Giy Ser Leu Leu 
55 . 70 /f 75 30 

Leu Ser Cys Vai Arg Pro His His Val lie Lys Pro Lys Giy Thr Ala 
35 90 95 

30 

Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Xaa Xaa 
100 . 105 110 

Gly Gly Xaa 

35 us 



40 



(2) INFORMATION FOR. SEQ ID MO: 310: 



( i) SEQUENCE CHASACTERI 3TICS : 

(A) LENGTH: 103 amino acids 
•(B) TYPE: amino acid - 
(D) TOPOLOGY: linear 
45 (xi) SEQUENCE DESCRIPTION : SEQ ID NO: 310: 

Met Asp Leu Pro Gin Phe lie Tyr Leu Phe lie Phe Cys Phe Cys Cys 
1 5 10 15 

50 Leu Ala lie Val Asn Asn Ala Ser lie Asn lie His lie Gin Vai Ser 
20 25 30 - 

Mec Trp Leu Tyr Vai Phe lie Ser Leu Gly Tyr Leu His Giy Ser Arg 
35 ; 40 45 



55 



lie Leu Giy His Asn lie lie Leu Cys Leu Thr Ser Gin Arg He Ala 
50 55 50 



Lys Arg Phe Phe He Vai Ala Ala Ser Phe Thr Phe Pro Pro Ala Mec. 
60 55 70 75 30 
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Tyr Lys Asp Phe Tyr She Ser lie Ser Leu His Leu Pro Thr Leu Leu 
35 90 95 

5 Phe Xaa Xaa Xaa Phe Val ?he Ser Leu Leu Pro Pro 
100 105 



10 (2) INFO RMAT I ON FOR SEQ ID NO: 311: 

(i) SEQUENCE CHARACTERISTICS : 

(A.) LENGTH: 65 amino acids 
(3) TYPE: amino acid 
15 (D) TOPOLOGY: .linear 

(:<i) SEQUENCE DESCRIPTION: SEQ ID NO: 311: 

Met Cys Ser Pro Ser Leu Ser Ser Ser Pro Pro Pro Leu Leu Gin Val 
' I 5 I0- "15 

Phe Phe Phe Phe Phe Phe Ser Pro His Trp Ala Ala Lys Val Val Pro 
20 25 30 



20 



Gin Trp "Lys Xaa Arg His Pro Gin Val Ser Ser Gin Leu Leu Leu Cys 
25 35 40 .45 

. Phe Leu Arg Val Asn Cys Gin Phe Leu Phe Leu Gin Giu lie Leu Phe 
50 - - 55 50 

30 Xaa 
65 



35 ' (2)' INFORMATION FOR SEQ ID NO: 312: 

(i) SEQUENCE CHARA.CTEPTSTICS : 

( A ) LENGTH : * 5 0 amino ac ids 

(B) TYPE: amino acid 
40 (D) TOPOLOGY: linear 

.(xi) SEQUENCE 'DESCRIPTION : SEQ ID NO: 312: 



45 



Mec Cys Leu Ser Arg Trp Lys lie Phe Tyr Thr Leu Leu lie Leu Phe 

1-5 10 15 

Xaa Xaa Phe Ser He Thr Ser Giu Xaa Giu Thr Phe Tyr Mec He lie 

20 25 30 



He Kis His Asn Pro Thr Gin He Thr Ala Ser Cys Ser Phe Thr Phe 
50 35 40 45 



}5 



Leu Xaa 

50 



(2) INFORMATION FOR SEQ ID NO: 313: 



60 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 3 amino acids 
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(3) TYPE: amino acid 
(D) TGFOLCGY: linear 
(xiJ SEQUENCE DESCRIPTION: SEQ ID NO: 313: 

Mec Glu Arc Pro Asp Trp Giu Thr Ala lie Gin Lys Pro Leu Cys Ser 
15 10 15 

Leu Pro Ala Gly Ser Giy Asn Ala Leu Ala Ala Ser Leu Asn His Tyr 
20 25 30 

Ala Giy Tyr Xaa Gin Val Thr Asn Glu Asp Leu Leu Thr Asn Cys Thr 
35 40 45 

Leu Leu Leu Cys Arg Arg Leu Leu Ser Pro Mec Asn Leu Leu Ser Leu 
50 55:' 60 

His Thr Ala Ser Giy Leu .Arg Leu Phe Ser Val Leu Ser Leu Ala Trp 
65 70 75 80 

■ Giy Phe lie Ala Asp Val Asp Leu Glu Ser Glu Lys Tyr Arg Arg Leu 
85 90 ' 95 

Gly Glu Met Arg Phe Thr Leu Gly Thr Phe Leu Arg Leu Ala Ala Leu 
100 1Q5 110. 

Arg Thr Tyr Arg Gly Arg Leu Ala Tyr Leu Pro Val Gly Arg Val Gly 
115 120 ' 125 

Ser Lys Thr Pro Ala Ser Pro Val Val Val Gin Gin Gly Pro Val Asp 
130 135 "140 

Ala Kis Leu* Val Pro Leu Glu Glu Pro Val Pro Ser His Trp Thr Val 
145 . 15.0 155 160 

Val Pro Asp Glu -Asp Phe Val Leu Val Leu Ala Leu Leu His Ser His 
155 ' 170 175 

Leu Giy. Ser Glu Mec Phe Ala Ala Pro Mec Gly Arg Cys Ala Ala Gly 
130 135 . 190 

Val Mec His Leu Phe Tyr Val Arg Ala Giy Val Ser Arg Ala Mec Leu 
195 200 205 

Leu Arg Leu Phe Leu Ala Mec Glu Lys Gly Arg His Mec Glu Tyr Glu 
210 215 220 ; 

Cys Pro Tyr Leu Val Tyr Val Pro Val Val Ala Phe Arg Leu Glu Pro 
225 230 235 240 

Lys Asp Gly Lys Giy Val Phe Ala Val Asp Gly Glu Leu Mec Val Ser 
245 " 250 255 

Glu Ala Val Gin Gly Gin Val His Pro Asn Tyr Phe Trp Mec Val Ser 
2S0 265 270 

Gly Cys Val Glu Pro Pro Pro Ser Trp Lys Pro Gin Gin Mec Pro Pro 
275 230 235 " 

Pro Glu Glu Pro Leu 
290 
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(2) INFORMATION FOR SEQ ID MO: 314: 

( i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: .S3 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID MO: 314: 

Met ?ro Leu GIu Gly Phe Cys Leu Va.1 Leu Asp Ha Gly Phe ■ Leu Leu 
I 5 '10 15 

Val Met Leu lie Ser Leu Ala . Ser Giu Cys Fhe Thr Thr Cys Leu Asp 
20 "" - 25 30 

Ser Phe Ser Thr Thr Giu Pro Gly Cys Lys Phe Tyr Lys Leu Leu His 
35 -40 45 

Ser Val Ser Leu Leu Asn He Asn Phe Asn Val Lys Ser Leu Leu Cys 
50 55 60 

Ser His He Xaa 
65 



(2) INFORMATION FOR SEQ ID MO: 315: " ■ 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 105 amino acids 

(3 ) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 315: 

Met Pro Leu Gin Leu Ser Gly Gin Tyr Trp Tie Ser Leu Leu Val Phe 
"1 -5 10 15 

Leu Ser Leu Gin Pro Phe Pro Gin Ala Ala He Pro Cys Ala Leu Thr 
20 25 30 

Asp Val Gly Gly Ser Cys Val He Cys His He Leu Leu Asn Cys Leu 
35 40 45 

Cys He Leu Phe Thr Leu Thr Ala Pro Ser Leu Ser His Val Leu Leu 
50 55 SO 

He Lys Met Ser >Leu Ser Val Cys Tyr Giu Pro Gly Ala Asp Leu Ser 
°5 • 70 75 30 

Asp Arg Ala' Ala Thr Gly Asn Lys Lys Leu Thr Arg Ser Thr Cys Leu 
as 90 95 

Leu Met His Ser Asn Lys Leu Cys Xaa 
100 105 



(2) INFORMATION FOR SEQ ID NO: 316: 
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(i) SEQUENCE CEMIACTEPjCSTICS : 

(A) LENGTH: 71 amine acids 

(3) TYPE:, amino acid 
5 (D) TOPOLCGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ IE- MO: 315: 

Mec Trp Gly Cys Ser Giy Leu Giy His Arg Thr Vai Ser ?he Leu Leu 
1 .5 .10 13 

10 

Leu Leu Pro Cys Ser Phe Pro Arg Pro Cys Xaa Leu Phe Giy Leu lie 
20 25 30 

Pro lie Ser Arg Pro Cys Lys Vai Glu Ala Pro Arg Leu Ser Vai Pro 
15 35 .-40 45 

Xaa Leu Ser Cys Ala Ser Kis Pro Tyr Cys Asn Cys Pro Mec Ser Thr 
SO 55 60 

20 Ser Cys Pro Leu Pro Arg Xaa 
55 70 



25 (2) INFORMATION FOR SEQ ID NO: 3i7: 

(i) SEQUENCE OiAPACTERISTICS : 

(A) LENGTH: 39 amino acids 
(3) TYPE: amino acid 
30 (D) TOPOLCGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 317: 



3:> 



45 



60 



Mec Leu Asn Vai Leu Ser Lys Vai Gin Gin Leu Vai Ser Xaa Leu Gly 

1 . 5 10 '15 

Leu Vai Thr Phe Leu Leu Asn Kis Ser Ala Ala Giy Giy Ser Pro Gin 
20 25 30 



Kis Arg Trp Leu Leu Leu Xaa 
40 35 



{2> INFORMATION FOR SEQ ID NO: 313.: 



(i) SEQUENCE C-IA3ACTEEISTIC3 : 

(A) LENGTH: 72 amino acids 
(3) TYPE: amino acid 
(D) TOPOLCGY: linear 
50 ' (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 313: 

Mec Lys Ala He Ala Arg Ala Cys Leu Leu Leu Ser Leu Leu Vai Leu 
1 5 -10 15 

55 Pro His Vai Vai Ser Giu His Leu Phe Trp His His Asn Pro Arg His 
20 ' 25 30 



Pro Vai- .lis Trp Pro Phe Pro Pro Phe Kis Leu He Ser Cys Ser Vai 
35 40 45 
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Ser Ala Ser Thr Trp His Leu Gly Glu Xaa Leu Leu Leu Leu Vai Pro 
50 55 60 

lie Ale ?ro Ser vai Trp Ser Xaa 
65 70 



(2) IMFORMAT ION rOR SEQ ID NO: 3 IS: 

(i) SEQUENCE CHARACTHKISTICS: 

(A) LENGTH: 62 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID MO: 319: 

Met Glu Gin Gly Gly Gly Pro Arg Leu Leu Leu Leu lie Pro Gly Leu 
i 5 10 15 

Leu His Asn Thr Tyr Leu Ala - Arg Pro Gly Asp Phe Pro Ala Gin Gly 
20 " -25 30 

Thr Thr Glu Asn Thr -Glu Cys Gin Gly Ser Pro Ser Pro lie Ser Kis 
' 35 40 45 

Leu Gly Lys Vai Arg Ser Leu Asp Ser Asn Thr Gin lie Xaa 
50 55 50 



(2) INFORMATION FOR SEQ ID NO : 320: 

(i) SEQUENCE CHARACTERISTICS : 

.(A) LENGTH: 2S6 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY : ■ linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 320: 

Kec Pro Leu Leu Phe Phe Ser Vai Ser Thr Leu Phe Ser Gly Ser Vai 
I 5 10 .15 

Thr Leu Gin Gin Arg Gly Met Phe Leu Pro Trp Thr Gly Thr Gly Glu 
20 .25 30 

Gin Vai Leu Ala Leu Leu Trp Pro Arg Phe Glu Leu lie Leu Glu Mec 
3 5 40 45 

Asn Vai Gin Ser Vai Arg Ser Thr Asp Pro Gin Arg Leu Gly Gly Leu 
50 55 60 

Asp Thr Arg Pro Kis Tyr lie Thr Arg Arg Tyr Ala Glu Phe Ser Ser 
65 70 75 30 

Ala Leu Vai Ser He Asn Gin Thr lie Pro Asn Glu Arg Thr Met Gin 
35 90 95 

Leu Leu Gly Gin Leu Gin Vai Glu Vai Glu Asn Phe Vai Leu Arg Vai 
100 105 110 



Ala Ala Glu Phe Ser Ser Arg Lys Glu Gin Leu Vai Phe Leu He Asn 
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XI5 120 125 

Asn Tyr Asp Mec Mec Leu Gly Val Leu Mec Giu Arc Aid Ala .Asp Asp 
130 135 140 

Ser Lys Giu Val Giu Ser Phe Gin Gin Leu Leu Asn Ala Arg Thr Gin 
145 150 155 160 

Giu Phe lie Giu Giu Leu Leu Ser Pro Pro Phe Giy Gly Leu Vai Ala 
165 170 175 

Phe Vai Lys Giu Ala Giu Ala Leu lie Giu Arg Giy Gin Ala Giu Arg 
130 . 135 190 

Leu Arg Giy Giu Giu Ala Arg Vai Thr Gin Leu lie Arg Giy Phe Gly 
195 200 2.05 

Ser Ser Trp Lys Ser Ser Val Giu Ser Leu Ser Gin Asp Vai Mec Arg 
210 215 220 - 

Ser Phe Thr Asn Phe Arg Asn Giy Thr Ser lie lie Gin Giy Ala Leu 
225 230 235 240 

Thr Gin Leu lie Gin Leu Tyr His Arg Phe His Arg Vai Leu Ser Gin 
245 250 " 255 

Pro Gin Leu Arg Ala Leu Pro Ala Arg Ala Giu Leu lie Asn lie His 
250 265 270 

His Leu Mec Val Giu Leu Lys Lys His Lys Pro Asn Phe Xaa 
'275 230 235 



(2) INFORMATION FOR SEQ ID NO : 321: 

(i) SEQUENCE a-IAIUVCTERISTICS : 

(A) LENGTH: 55 amino acids 

(3) TYPE: amino acid 
• (D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 321: 

Mec Phe Arg Ala Leu Arg Asp Leu Leu Thr His Tyr Pro Gin Gin lie 
1 5 10 15 

Leu Leu Gin Val Leu Vai Vai Mec Tyr Gin Val Leu Gin Val Trp Giu 
20 25 ^ 30 

Leu Pro Trp Pro Giu Leu lie His Leu Gin Giy He Vai Pro Thr Asp 
35 .40 45 

Gin Leu His Leu Lys Gin Xaa 
■ 50 55 



(2) INFORMATION FOR SEQ ID NO: 322: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 59 amino acids 
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(E) TYPE: amino acid 
(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 22: 

Asp ?he Vai Pre Vai Leu Vai Phe Vai Leu lie Lys Ala Asn Pro Pro 
1 5 10 15 

Cys Leu Leu Ser Thr vai Gin Tyr Ha Ser Ser Phe Tyr Ala 5er Cys 
20 25 30 

Leu Ser Gly Giu Glu Ser Tyr Trp Trp Mec Gin Phe Thr Ala Ala Vai 
35 40 45 

Giu Phe lie Lys Thr lie Asp Asp Arg Lys Xaa 
50 ' 55. 



(2) INFORMATION* FOR SEQ ID NO: 3 23: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 120 amino acids ' 

(B) TYPE: amino acid 

(D) TOPOLOGY : linear k • 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO : 323: 

Met His Pro A.I a Arg Lys Leu Leu Ser Leu Leu Phe Leu lie Leu Mec 
1 5 10 15 

Gly Thr Glu Leu Thr Gin Asp Ser Ala Ala Pro Asp Ser Leu Leu Arg 
20 25 30 

Ser Ser Lys Gly Ser Thr Arg Gly Ser Leu Ala Ala He Vai He Trp 
*-35 • 40 45 



Arg Gly Lys Ser Glu Ser Arg He 
50 55' 

Gly Gly Gly Thr Leu Vai Leu Pro 
55 70 

He Leu Pro Leu Gly He Thr Leu 
35 

Gly Gly Asp Cys Ala Ala Glu Thr 
100 

Gin Leu Cys Ala Leu Leu Ala Xaa 
115 120 



Ala Lys Thr Pro Gly He Phe Arg 
60 

Pro Thr Kis Thr- Pro Glu Trp Leu 

75 30 

Pro Leu Gly A.la Pro Giu Thr Gly 
90 95 

Trp' Lys Gly Ser Gin Arg Ala Gly 
105 110 



(2) INFORMATION FOR SEQ ID NO: 324: 

(i) SEQUENCE CHARACTER^: ST ICS : 

(A) LENGTH : 44 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO : 32 4: 
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Phe ?he Leu Vai Val Phe Ser Leu Ser ?he Xaa Pro Ser Val Leu Thr 
1 5 10 15 

Ser Pro Val His Xaa Pro His Cys Cys Gin Xaa Asp Xaa lie Leu Phe 
20 25 30 

Lys Asn Thr Leu Xaa Xaa Phe Xaa Ala Lys Tyr Xaa' 
25 40 



(2) INFORMA.T ION FOR SEQ ID NO: 325: 



15 (A) LENGTH; 5-9 amino acids 

(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 325: 

20 Mec'Phe Ser Arg Thr Ser Asn Phe Tr? Thr Phe Phe Phe Gin Phe Leu 
1 5 10 15 

He Phe Lys Val Phe Leu Val Leu Lys Asn Xaa Phe Thr Ser Gin Lys 
20 .25 30 

25 

He Xaa Xaa He Xaa Xaa GIu Lys ?ro Lys Lys Lys Lys Xaa Arg Giy 
35 -40 45 

Giy Arg Ala Pro Ser Pro Gin Gly Giy Pre Xaa 
30 50 55 



35 



(2) INFORMATION FOR SEQ ID NO: 226: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH 13 amino acids 
(3)- TYPE: amino acid 
• .(D) TQPOLCGY: linear 

40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 325 : 

Me- Giy Leu Leu He Phe Met: Leu Leu He Giy He His Ser Gin Cys 
1 5 10 15 

45 Ser Xaa 



50 (2) INFORMATION FOR SEQ ID MO: 327: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 37 amino acids 
(3) TYPE: amino acid 
(DJ TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 327: 



55 . 



60 



&ec Val Leu Phe Cys Phe Val Leu Phe Cys Phe Val Phe GIu &ec Asp. 
1 5 10 15 
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5 



10 



15 



25 



50 



3} 



40 



45 



50 



3D 



60 



Ser Ser Ser Val Thr Gin Ala Giy Vai Gin Tr? Cys Asp Leu Gly Ser 
20 25 30 * 

Lau Gin Ala Pro Pro Pre- Giy Phe Ser Pro Phe Ser Cys Leu Ser Leu 
33 40 45 

Pro Ser Ser Trp Asp Tyr Arc Arg Pro Pro Pro Axe Pro Ala Asn 
^0 55 50 

Leu Tyr Phe Leu Val Giu Thr Giy Phe His His Val Ser Gin Asp Giy 
« 70 75 30 

Lau Asp Leu Leu Thr Ser Xaa 

as 



(2) INFORMATION FOR SEQ ID NO : 3 23: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 3 amino acids 
(3) TYPE: amino acid - 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 32S 



Met Ser Thr Lys Lys Leu Cys lie- Val Gly Gly lie Leu Leu Val Phe 
1 5 10 15 

Gin lie lie Ala Phe Leu Val Gly Giy Leu lie A J. a Pro Giy Pro Thr 
20 25 30 

Thr Ala Val Ser Tyr Mac Ser Val Lys Cys Vai Asp Ala Arg Lys Asn. 
35 40 . 4S 

His His Lys Thr Lys Trp Phe Val Pro Tr? Gly Pro Asn His Cvs Asp 
50 55 60 

Lys lie Arg Asp lie Giu Giu A J. a lie Pro Arg Giu lie Giu Ala Asn 
65 70 75 30 

Asp Ha Val Phe Ser Vai His lie Pro Leu Pro His Mec Giu Met Ser 
35 90 > 95 

Pro Trp Phe Gin Phe Mec Leu Phe He Leu Gin Leu Asp ' Ha Ala Phe 
100 105 HQ 

Lys Leu Asn Asn Gin He Arg Giu Asn Ala Giu Val Ser Mec Asp Vai 
115 120 125 

Ser Leu Ala Tyr Arg Asp Asp Ala Phe Ala Giu Trp" Thr Giu Mec Ala 
130 135 140 

His Giu Arg Val Pro Arg Lys Leu Lys Cys Thr Phe Thr Ser Pro Lys 
i4 5 150 155 150 

Thr Pro Giu His. Giu Giy Arg Tyr Tyr Giu Cys Asp Vai Leu Pro Phe 
155 170 175 

Mec Giu He Gly Ser Val Ala His Lys Phe Tyr Leu Leu Asn He Arg 
130 135 190 
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Leu Pro Val Asn Glu Lys Lys Lys lis Asn Vai Giy He Gly Giu lie 

155 200 2Q5 

Lys Asp lis Arg Leu Val Gly lie His Gin Asn Giy Giy ?he Thr Lys 
210 215 220 

Val Trp Phe Ala Mec Lys Thr ?he Leu Thr Pro Ser He ?he lie lie 
225 230 23S " 240- 

Mec Val Trp Tyr Trp Arg Arg lie Thr Mec Mec Ser Arg Pro Pro Val 
245 250 255 



260 255. 270 

Asn tie Pro Val Giu Trp Phe Ser lie Giy ?he Asp Trp Thr Trp Mec 
275 280 235 

Leu Leu Phe Giy Asp lie Arg Gin Giy He Phe Tyr Ala Mec Leu Leu 
290 295 300 

Ser Phe Trp He He Phe Cys Giy Giu His Mec Mec Asp Gin His Giu 
305 310 315 320 

Arg Asn His He Ala Giy Tyr Trp Lvt Gin Val Giy Pro He Ala Val 
325 ' 330 335 

Giy Ser Phe Cys Leu Phe He Phe Asp Mec Cys Glu Arg Gly Val Gin 
340 345. . 350 

Leu Thr- Asn Pro Phe Tyr Ser He Trp Thr Thr Asp He Giy Thr Glu 
355 360 365 

Leu Ala Mec Ala Phe He He Val Ala Gly He Cys Leu Cys Leu Tyr 
370 • 375 330 

. Phe Leu Phe Leu Cys Phe Mec Val Phe Gin Val Phe Arg Asn He Ser 
335 390 395 400 

Gly Lys Gin Ser Ser Leu Pro Ala MeC Ser Lys Val Arg Arg Leu Kis 
405 ' 410 415 

Tyr Giu Gly Leu He ?he Arg Phe Lys Phe Leu Mec Leu He Thr Leu . 
420 425 430 . 

Ala Cys Ala Ala Mec Thr Val He Phe Phe He Val Ser Gin Val Thr 
435 440 445 

Giu Gly Kis Trp .Lys Trp Giy Giy Val Thr Val Gin Val Asn Ser Ala 
'450 455 460 

Phe Phe Thr Gly He Tyr Gly Mec Trp Asn Leu Tyr Val Phe Ala Leu 
465 470 475 430 

Mec Phe Leu Tyr Ala Pro Ser His Lys Asn Tyr Gly Giu Asp Gin Ser 
435 490 4 495 



Asn Gly Mec Gin Leu Pro Cys Lys Ser Arg Giu Asp Cys Ala Leu Phe 
500 505 510 
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Vai Ser Giu Leu Tyr Gin Glu Leu ?he Ser Ala Ser Lys Tyr Ser ?he 
515 52Q 525 

lie Asn Asp Asn Ale Ala Ser Gly He Xaa 
530 535 



(2) INFORMATION FOR SEQ ID NO: 329: 

(i) .SEQUENCE CHARACTERISTICS: ' 

(A) LENGTH: 202 amino acids 

(3) TTPE: amino acid 

(D) TOPOLOGY: .linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO : 329: 

Met Gly lie Ala Leu Ala Vai Leu Gly Trp Leu Ala Vai Mec Leu Cys 
1 5 10 15 

Cys Ala Leu Pro Mec Trp Arg Vai Thr Ala Phe He Gly Ser Asn lie 
20 ' 25 . 30 

Vai Thr Ser Gin -Thr lie Trp Glu Gly Leu Trp Mec Asn Cvs Vai Vai 
35 40 45 

Gin Ser Thr Gly Gin Met Gin Cys Lys Vai Tyr Asp Ser Leu Leu Ala 
50 55 60 

Leu Pro Gin Asp Leu Gin Ala Ala Arg Ala Leu Vai He He Ser He 
65 70 75 80 

He Vai Ala Ala Leu Gly Vai Leu Leu Ser Vai Vai Gly Gly Lys Cys 
• 35 90 95 

Thr Asn Cys Leu Glu Asp "Glu Ser Ala Lys Ala Lys Thr Mec He Vai 
100 105 HQ 

Ala Gly Vai Vai Phe Leu Leu Ala Gly Leu Mec Vai He Vai Pro Vai 
115 120 125 

Ser Trp Thr Ala His Asn He He Gin Asp Phe Tyr Asn Pro Leu Vai - 
130 135 140 

Ala Ser Gly Gin Lys Arg Giu Mec Gly Ala Ser Leu Tyr Vai Glv Trp 
145 150 155 ** ISO 

Ala Ala Ser Gly Leu Leu Leu Leu Gly Gly Gly Leu Leu Cys Cys Asn 
165 - 170 ' 175 

Cys Pro Pro Arg Thr Asp Lys Pro Tyr Ser Ala Lys Tyr Ser Ala Ala 
ISO 135 190 

Arg Ser Ala Ala Ala Ser Asn Tyr Vai Xaa 
135 200 



(2) INFORMATION FOR SEQ ID MO: 3 30: 
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(1} SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 263 amino acids 

(3) TYPE: amino acid - 

(D) TOFGLCGY : linear 
Ui) SEQUENCE DESCRIPTION: SEQ ID NO: 330: 

Mec Ala Thr Vai Thr Ala Thr Thr Lys Vai Pro Glu He Arg Asp Val 
I 5 10 15 

Thr Arg lie Glu Arg lie Gly Ala Kis Ser His He Arg Giy Leu Giy 
20 25 30 

Leu Asp Asp Ala Leu Glu Pro Arg Gin Ala Ser Gin Giy Me c Vai Giy 



Gin Leu Ala Ala Arg Arg Ala Ala Gly Vai Vai Leu Glu Mec lie Arg 
50 55 50 

Glu Gly Lys He Ala Gly Arg Ala Vai Leu lie Ala Gly Gin Pro Giy 
65 70 75 80 

Thr Giy Lys Thr Ala He Ala Met: Gly Met: Ala Gin Ala Leu Giy Pro 
85 90 95 

Asp Thr Pro ?he Thr Ala He Ala Gly Ser Glu He Phe Ser Leu Glu 
100 105 110 

Mec Ser Lys Thr Glu Ala Leu Thr Gin Ala Phe Arg Arg Ser He -Gly 
115 120 125 

Vai .Arg He Lys Glu Glu Thr Glu He' He Glu Giy Giu Vai Val Glu 
130 135 • 140 

He Gin He Asp Arg Pro Ala Thr Gly Thr Gly Ser Lys Vai Gly Lys 
i4S 150 155 160 

Leu Thr Leu Lys Thr Thr Glu Met: Glu Thr. He Tyr Asp Leu Gly Thr 
165 170 175 

Lys Mec He Xaa Ser Leu Thr Lys Asp Lys Vai Gin Ala Gly Asp Vai 
130 135 190 

He Thr He Asp Lys Ala Thr Gly Lys He Ser Lys Leu Giy Arg Ser 
195 200 205 

Phe Thr Arg Ala Arg Glu Leu Arg Arg Tyr Gly Leu Pro Asp Gin Val 
210 215 " 220 

Arg Ala Val Pro Arg Trp Gly Ala Pro Glu Thr Gin Gly Gly Gly Ala 
225 230 235 240 

Kis Arg Val Pro Ala Arg Asp Arg Arg His Gin Leu Ser His Pro Gly 
245 250 255 

Leu Pro Gly Ala .Leu Leu Arg 
260 



(2) INFORMATION FOR SEQ ID MO: 331: 
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(i) SEQUENCE CHARACTERISTICS : 

(A) L3JGTH: 250 amino acids 

(3) TYPE: amino acid 

<D) TOPOLOGY: linear 
<xi) SEQUENCE DESCRIPTION: SEO ID NO: 331: 

Met Leu Ala Leu Leu Giy Leu Ser Gin Ala Leu Asn tie Leu Leu GIv 
1 . 5 1Q 15 

Leu Lys Giy Leu Ala Pro Ala Giu lie Ser Ala Val Cys Giu Lys Giy 
20 25 30 



Asn Phe Asn Val Ala His Giy Leu Ala Tro Ser Tvr Tvr lie GIv tv*- 
15 35 < 40 " 45 



Leu Arc Leu lie Leu Pro Giu Leu Gin Ala Arg. He Arg Thr Tvr Asn 
50 " 55 " 60 

Gin His Tyr Asn Asn Leu Leu Arg Giy Ala Val Ser Gin Arg Leu Tyr 
65 70 - 75 80 

He Leu Leu Pro Leu Asp Cys Giy Val Pro Asp Asn Leu Ser Mec Ala 
35 90 95 

Asp Pro Asn He Arg Phe Leu Asp Lys Leu Pro Gin Gin Thr Giy Asp 
100 1Q5 " HO \ 

Arg Ala Giy He Lys Asp Arg Val Tyr Ser Asn Ser He Tyr Giu Leu 
US 120 125 

Leu Giu Asn Giy Gin Arg Ala Giy Thr Cys Val Leu Giu Tyr Ala Thr 
130 135 140 

Pro Leu Gin Thr Leu Phe Ala Mec Ser Gin Tyr Ser Gin Ala Glv Phe 
145 150 155 * 150 

Ser Giy Giu Asp Arg Leu Giu Gin Ala Lys Leu Phe Cys Arg Thr Leu 
155 170 175 

Giu Asp He Leu Ala Asp Ala Pro Giu Ser Gin Asn Asn Cys Arg' Leu 
130 135 190 

He Ala Tyr Gin Giu Pro Ala Asp Asp Ser Ser Phe Ser Leu Ser Gin 
195 200 205 

Giu Val Leu Arg His Leu Arg Gin Giu Giu Lys Giu Giu Val Thr Val 
210 - 215 220 

50 Giy Ser Leu Lys Thr Ser Ala Val Pro Ser Thr Ser Thr Mec Ser Gin 
225 ' 230 235 240 



00 



Giu Pro Giu Leu Leu He Ser Giy Me- Giu Lys Pro Leu Pro Leu Arg 
245 250 255 

Thr Asp Phe Ser 
250 



60 
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(2} INFORMATION FOR SEQ ID MO: 3 32 : 

(i) SEQUENCE C-iajlACTERISTICS: 

(A) L3TGTH: 43 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID NO: 332: 

Mec Thr Pro Gin Lys Pro Ala Leu Ala Val Leu Leu Leu Giu Val Pro 
15 10 15 

Leu Leu Leu Thr Leu Ser Val Leu Lys Lys Arg Cys Leu Val Thr Cys 
20 25 .30 

Giu Pro Thr Ser Arg Phe Val Ser Cys Asp Leu Pro Leu Ser Val Xaa 
35 40 45 



. (2) INFORMATION FOR SEQ ID NO: 333: 

(i) SEQUEMCE CHARACTERISTICS : 

(A) LENGTH: 334 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 333: 

Met Ala Ala Ala Ala Trp Leu Gin Val Leu Pro Val lie Leu Leu Leu 
1 S 10 .15 

Leu Giy Ala His Pro Ser Pro Leu Ser' Phe Phe Ser Ma Gly Pro Ala' 
20 25 30 

Thr Val Ala Ala Ala Asp Arg Ser Lys Trp His lie 'Pro lie Pro Ser 
35 " 40 45 

Gly Lys Asn Tyr Phe Ser Phe Giy Lys He Leu Phe Arg Asn Thr Thr 
50 55 60 

He Phe Leu Lys Phe Asp Gly Giu Pro Cys Asp Leu Ser Leu Asn He 
55 ^70 75 80 

Thr Trp Tyr Leu Lys Ser Ala Asp Cys -Tyr Asn Giu lie Tyr Asn Phe 
S5 50 . 95 

Lys Ala Giu Giu Val Giu Leu Tyr: Leu Giu Lys Leu Lys Giu Lys Arg 
100 105 110 

Gly Leu Ser Giy Lys Tyr Gin Thr Ser Ser Lys Leu Phe Gin Asn Cys 
115 120 125 

Ser Giu Leu Phe Lys Thr Gin Thr Phe Ser Giy Asp Phe Men His Arg 
130 135 140 



Leu Pro Leu Leu Gly Giu Lys Gin Giu Ala Lys Giu Asn Gly Thr Asn 
145 150 155 150 



WO 98/54963 



i 



Leu Thr ?he lie Gly Asp Lys Thr Aia Mec His GIu Pro Leu Gin Thr 
135 170 175 

Trp Gin As? Aia Pro Tyr He Phe lie Vai His lie Gly lie Ser Ser 
130 i35 190 

Ser Lys Giu Ser Ser Lys Glu Asn Ser Leu Ser Asa Leu. Phe Thr dec 
195 200 205 

Thr Vai Glu Val Lys Gly Pro Tyr Glu Tyr Leu Thr Leu Glu Asp Tyr 
210 215 220 

Pro Leu Mec lie Phe Phe Met: Vai Mec Cys lie Vai Tyr Vai Leu Phe 
225 - 230 235 240 

Gly Val Leu Trp Leu- Aia Trp Ser Aia Cys Tyr Trp Arc Asp Leu Leu 
245 250 255 

Arg lie Gin Phe Trp lie Gly -Ala". Val He Phe Leu Gly Mec Leu Glu 
250 . 255 270 

Lys Ala Vai Phe Tyr Aia Giu Phe Gin Asn lie Arg Tyr Lys Gly Xaa 
275 230 235 

Ser Val Gin Gly Aia Leu lie Leu Aia Giu Leu Leu Ser Aia Vai Lys 
250 295 300 

Arg Ser Leu Aia Arg Thr Leu Vai lie lie Vai Ser Leu Gly Tyr Gly 
305 310 _ '31S 320 

lie Val Lys Pro- Arg Leu Glu Ser Leu Phe lie Arg Leu Xaa 
325 330 



(2) INFORMATION FOR SHQ ID NO: 334: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 200 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: -linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33 4: 

Mec Val Leu Xaa Vai Val Thr Leu Gly Leu Aia Leu Phe Thr Leu Cys 
1 5 10 15 

Gly Lys Phe Lys Arg Trp Lys Leu Asn Gly Aia Phe Leu Leu- lie Thr 
20 25 30 

Aia Phe Leu Ser Vai Leu lie Trp Val Aia Trp Mec Thr Mac Tyr Leu 
35 40 45 

Phe Gly Asn Vai Lys Leu Gin Gin Gly Asp Aia Trp Asn Asp Pro Thr 
50 55 50 

Leu Aia lie Thr Leu Aia Aia Ser. Aia Gly Ser Ser Ser Ser Ser Thr 
55 70 75 80 



Pro Ser Leu Arg Ser Thr Ala Pro Phe Cys Gin Pro Cys Arg Arg Thr 
35 90 95 
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Arg Pro Thr Thr Ser Thr Arg Arg 
100 

Ser Arg Arg Thr Cys Ser Cys Arg 
115 120 

Ser Pro Trp Met Asn Thr Mec Gin 
130 ' 135 

Thr Ala Ala Trp Glu Lys Asp Pro 
145 150 

Ala Leu Arg Leu Glu Ala Thr Cys 
165 

Cys Ser Thr Vai Gly Pro Ser Gin 
130 

Xaa Thr ?he Gly Glu Arg Leu Xaa 
195 200 
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Ser Pro Gly Cys Gly Arg Arg Pro 
105 110 

Gly Pro He Trp Arg Thr Arg Pro 
125 

Leu Ser Glu Gin Gin Asp Phe Pro 
140 

Val Ala Ala Trp Gly Lys Asp Pro 
155 150 

lie Ser Gin Leu Arg Trp Pro Ser 
170 175 

Leu Leu Arg Gin Vai Thr Gin Giu 
135 190 



(2) INFORMATION FOR SEQ ID NO: 335: ^ 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 24 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(;<i) SEQUENCE DESCRIPTION: SEQ ID'MO: 335: 

Met: Leu Leu His His Gin Leu Leu lie Val Thr Leu His Leu Val Leu 
1 5- 10 - ' . 15 

Leu Leu Ala Thr Leu Leu Val Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 336: 

(i) SEQUENCE CHARACTERISTICS *. 

(A) LENGTH: 143 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 336: 

Mac Thr Lys Ala Leu Leu He Tyr Leu Vai Ser Ser Phe Leu Ala Leu 
1 5 10 15 

Asn Gin Ala Ser Leu lie Ser Arg Cys Asp Leu" Ala Gin Val Leu Gin 
20 25 30 

Leu Giu Asp Leu Asp Gly Phe Glu Gly Tyr Ser Leu Ser Asp Trp Leu 
35 40 45 



Cys Leu Ala Phe Val Giu Ser Lys Phe Asn lie Ser Lys He Asn Giu 
50 55 60 
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Asn Aia Asp Gly Ser ?he Asp Tyr Gly Leu Phe Gin II a Asn Ser His 
55 70 75 80 

Tyr Trp Cys Asn. Xaa Tyr Lys Ser Tyr Ser Glu Asn Leu Cys His Vai 
35 90 95 

Asp Cys Gin Asp Leu Leu Asn Pro Asn Leu Leu Ada Gly lis His Cys 

100 105 110 

Ala Lys Arg lie Vai Ser Gly A-Ia Arg Gly Mec Asn Asn Trp Vai Arg 
115 120 125 

Mec Giu Xaa Cys Thr vai Gin Ala Gly His Ser Ser Thr Gly Xaa 
130 135 140 



(2) INFORMATION FOR SEQ ID NO: 3 37: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 95 amino acids 

(B) TYPE: amino acid 
(D)- TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 37: 

Mec Leu Vai lie Ala Gly Gly lie Leu Ala Ala Leu Leu Leu Leu lie 

1 5 10 . 15 

Vai Vai Vai Leu Gys Leu Tyr Phe Lys lie His Asn Ala Leu Lys Ala 
20 25 , 30 

.Ala Lys Glu Pro Glu Ala Vai Ala Vai Lys Asn His Asn Pro Asp Lys 
25 40 45 

Vai Trp Trp Ala Lys Asn Ser Gin Ala Lys Thr lie Ala Thr Glu Ser 
50 55 60 

Cys Pro Ala Leu Gin -Cys Cys Glu Gly Tyr Arg Mec -Cys Ale Ser Phe 
55 70 75 " 80 

Asp Ser Leu Pro. Pro Cys Cys Cys Asp lie Asn Glu Gly Leu Xaa 
85 90 - 95 



(2) INFORMATION FOR SEQ ID NO: 338: 

(i) SEQUENCE CI-LARA.CTERISTICS : 

(A) LENGTH: 33 amino acids 

(5) TYPE: amino acid 
'(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33 3 : 

Mec Leu Leu Lys Ser Asn lie Leu Mec Leu Asn Leu Phe Ala Ala Asn 
1 .5 10 15 

Vai Gly Ala Asn Phe Ala Leu Thr Vai Glu Lys lie Gly Mec He Leu 
20 25 30 . 

Leu Asn Vai Ser Gly ICaa 
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(2) INFORMATION FOR SZQ ID MO: 339: 

(i) SEQUENCE C-IARACTERISTICS : 

(A) LENGTH: 39 amine acids , 

(3) TV?E: amino acid 

(D) TOPOLOGY: linear 
<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 339: 

Mec Leu Val Vai Ala ?he Giy Leu Leu Val Leu Tyr lie Leu Leu Ala 
1 5 10 

Ser Ser Trp Lys Arg Pro Glu Pro Gly lie Leu Thr Asp Arg Gin- Pre 
20 25 30 

Leu Leu His As? Giy Glu Xaa , 
35 



(2) INFORMATION FOR SZQ ID MO: 340: 

(i) SEQUENCE CHARACTERISTIC'S: 

(A) LENGTH: 71 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 340: 

Ser Asp Pro Leu Ala Ser Ala Ser Gin Asn Ala Gly He Val Ser Val 
1 5 10 15 

Giy Leu Cys Thr 'Arg Pro Giy Pro Gin Phe Lys Asn Ala Gin Pro Pro 
20 25 • 30 

Phe Pro Xaa Gin Lys Ala Pro Arg Cys Leu Trp Glu Asn Gin Pro Pro 
35 - 40. ' 45 

-Pro Trp Arg Lys Ala Trp Asp Leu Pro Ser His Leu Giy Arg Arg Gly 
50 55 60 

He Cys Gly Lys Ser Phe Xaa 
65 70 



(2) INFORMATION FOR SEQ ID NO: 341: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 55 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 341: 

Tyr Val Mac u e ?he Lys Lys Glu Phe Ala Pro Ser Asp Glu Glu Leu 
1 5 10 15 



Asp Ser Tyr Arg Arg Giy Glu Glu Trp Asp Pro Gin Lys Ala Glu Glu 
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20 25 20 

Lys Arc Asn :Caa Lys Glu Leu Ala Gin Arc Gin Xaa Gly Gly Giy Ser 
35 40 • 45 

Pre Ala Gly Ala Cys Gly Giy Glu ?ro Cys Gin Arc Leu Gin Gly Gin 
50 55 • 60 

Val Gin Pro Pro His Arc Gin Gly Ser Ser Gin Arg Arc Ser Pro His 
65 70 75 30 

Ala Thr Gly Gin Xaa 
85 



(2) INF G RMAT I ON FOE SEQ ID NO: 342: 

(i) SEQUENCE CHAPACTEF.XSTICS : ' 

(A) LENGTH: 90 amino acids 

(3) TYPE: amine acid 

(D) TOPOLOGY : linear 
<xi) SEQUENCE DESCRIPTION:- SEQ ID MO: 342: 

Me- Tr? Asp Trp Asc Trp Ser Ala Pro Trp Ser Trp- Pro Leu Trp Leu 
1 5 .10 , 15 

Ser Leu Ala Leu Val Cys Leu Ser Ala Gly Ala Lys Gly His Arg Ala 
20 25 30 

Ser Glu Ala Gly His Ala Arg Ala Leu Thr Cys Glu Mec Gly Ser Glu 
35 40 45 

Phe Xaa Thr Ala Xaa Gly Leu Val Leu Gly Xaa Xaa Xaa Trp Thr Xaa 
50 55 SO 

Xaa Asn Gly Ser Ala Gly Pro Glu Arg Arg Gly. Trp Arg Pro Ala Ala 
65 70 75 80 

Phe Leu Ala Val Phe Leu Leu Gly Asp Xaa 
35 90 



(2) INFORMATION FOR SEQ ID NO: 3 43: 

( i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 43 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 343: 

Met Phe Giy Pro Thr Phe His Ser Leu Val Leu Val Pro Pro Trp Pro 
15 10 15 

Asn Leu . Ser Leu Leu His Phe Thr Ser Pro Val Giy Gin His Ser Ser 
20 25 30 



Phe Leu Pro Thr Ser Leu Arg Leu Xaa Lys Lys Lys Lys Lys Lys Lys 
35 40 45 
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(2) INFORMATION FOR .5EQ ID NO: 2-44: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 55 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID MO: 344: 

Mec Cys Ser Lys Asn Giy Phe'Leu Leu Ala Trp Ser Trp Asn Ser Pro 
1 5 10 15 ' ■ 

Trp Leu Pro Gin Ala Ser Leu Ala Sis Gly Cys Trp Gly Arg Trp Hec 
20 25 30 

Ser Asp Leu Val Gly Cys Ser Arg Glu Asn Lys Cys Ala Leu Arg Asp 
35 40 45 

His Ser Giu Arg Val Gin Gly Xaa 
50 55 



(2) INFORMATION FOR SEQ ID NO: 345:' 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 222 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(:<i) SEQUENCE DESCRIPTION: SEQ ID NO: 345: 

Ser Pro Leu Xaa Phe Cys Val Val Leu Leu Leu Gin Ala Ala Arg Gly 
1 5 10 15 

T/r Val Val Arg Lys Pro Ala Gin Ser Arg Leu Asp Asp Asp Pro Pro 
20 25 30 

Pro Ser Thr Leu Leu Lys Asp Tyr Gin Asn Val Pro Gly' lie Glu Lys 
35 40 45 

Val Asp Asp Val Val Lys Arg Leu Leu Ser Leu Glu Met A.la Asn Lys 
50 55 60 

Lys Glu Met Leu Lys He Lys Gin Glu Gin Phe Met: Lys Lys lie Val 
S5 70 75 30 

Ala Asn Pro Glu Asp Thr Arg Ser Leu Glu Ala Arg He lie Ala Leu 
85 90 95 

Ser Val Lys He Arg Ser Tyr Glu Glu His Leu Giu Lys His Arg Lys 
100 105 HO 



Asp Lys Ala His Lys Arg Tyr Leu Leu Mec Ser He Asp Gin Arg Lys* 
115 120 . 125 
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Lys Mec Leu Lys Asp. Leu 
130 

lie Cys Trp Gly Leu Gly 
145 150 

Arc Arg Ala His Arc Arg 
155 

Val Phe Gin GIu Thr Gin 
130 

Ala Ala Ala Ala Ala Gin 
195 

Pro Ala Lys Ala lie Pro 
210 
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Arg Asn Thr Asn Tyr 
13 5 

lie Giu Tvr Thr ?he 
155 

Phe Val Thr Lys Lys 
170 

Lys Leu Lys Lys Arg 
155 

Lys Gin Ala Lys Arg 
200 

Lys Thr Leu Lys Asp 
215 



Asp Val Phe Glu Lys 
140 

Pro Pre Leu T*-/r Tvr 
ISO 

Ala Leu Cys He Arg 
175 

Arg Arg Ala Leu Lys 
150 

Arg Asn Pro Asp Ser 
. 2G5 

Ser Gin Xaa 
220 



(2) INFORMATION FOR SEQ ID MO: 3 4c: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 amino acids 

(-3} TYPE : amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION SEQ ID MO,: 2 46: 

Mec Gly Ala Pro Ala Ala Ser Leu Leu Leu Leu Leu Leu Leu Phe Ala 

1- .5 10 1 15 

Cys Cys Trp Ala Pro Gly Gly Ala Asn Leu Ser Gin Asp Asp Ser Gin 
•20 .25 30 

Pro Trp Thr Ser Asp Giu Thr Val Val Ala Gly Gly Thr Val Val Leu 
35 4Q x 45 

Lys Cys Gin Val Lys Asp His Glu Asp Ser Ser Leu Gin Trp Ser Xaa 
50 53 60 



(2) INFORMATION FOR SEQ ID NO: 347: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 154 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID NO: 347: 

Met Val Ala Pre Val Trp Tyr Leu Val .Ala Ala Ala. Leu Leu Val Gly 
15 10 15 

Phe He Leu Phe Leu Thr Arg Ser Arg Gly Arg Ala Ala Ser Ala Gly 
20 25 ■ 30 



Gin Glu Pro Leu His Asn Giu Glu Leu Ala Gly Ala Gly Arg Val Ala 
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33 40 45 

Gin Pro Gly Pro Leu Giu Pro Giu Glu Pro Arg Aid Gly Gly Arg Pro 
30 55 SO 

Arg Arg Arg Arg Asp Leu Gly Ser Arg Leu Gin Aia Gin Arg Arg Ala 
65 70- 75 30 

Gin Arg Vai Au.a Trp Ala Giu Aia Asp Giu Asn Giu Glu Giu Aia Vai 
35 90 95 

lie Leu Aia Gin Giu Giu Glu Gly Vai Giu Lys Pro Aia Giu Xaa His 
100 105 110 

Leu Ser Gly Lys lie Gly Aia 'Lys Lys Leu Arg Xaa Xaa Glu Giu Lys 
115 120 . 125 

Gin Ala Arg Lys Aia Gin Xaa Giu Aia Giu Glu Aia Giu Arg Giu Xaa 
130 • 135 140 

Arg Lys Arg Leu Giu Ser Gin Arg Giu Xaa 
145 150 



(2) INFORMATION FOR SEQ ID NO: 343': 

(i) SEQUENCE CHARACTERISTICS : ■ 

(A) LENGTH: 17 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 343: 

Mec Gin Lys Cys : Mec Leu Ser Ala Leu Vai Phe His lie Gin Trp. Ser 
15 10 15 

Xaa 



(2) INFORMATION FOR SEQ ID NO: 349: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 10 amino acids 
(3) TYPE: amino acid 
(D) TOPOLCGY: linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 349: 

Met Leu Vai Cys Ser Phe Leu Phe Leu Xaa 
15 10 



(2) INFORMATION FOR SEQ ID NO: 350: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 
(3) TYPE : amino acid 
(D) TOPOLOGY : linear 
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(xi) SEQOE^rCE DESCRIPTION : SEQ ID MO: 350: 

Val lis Giu Leu Cys Val Ser Leu Arg Ser Leu Asn Phe Xaa 
15 10 



(2) INFORMATION FOR SEQ ID NO: 351: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 13 amino acids 

(E) TYPE: amino acid 

(D) TOPOLOGY- linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 351: 

Mec Cys- Giu Phe Xaa :Caa Xaa lie Mec Xaa Leu Ala Gly TVr Phe Ala 
1 5 10 15 

Cys Xaa 



(2) INFORMATION FOR SEQ ID MO : 3 52: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 62 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 352: 

Mec Val Gly Gly Tyr Val Ser Ser Phe Ser Phe Pro Pro Val Ser Ser 
1 5 10 15 

Ser Leu Leu Leu Pro Ala Ser Phe Ala Phe Pro Phe Leu Pro Gly Thr ' 
20 25 30 - 

Pro Cys Pro Phe Leu Tyr Phe Leu Pro Ser Pro Phe Ser Pro Leu Pro 

3 5 40 . J 45 

Leu Ser Leu Thr Arc Ser Asn Ser Phe Leu Leu Asn Gly Xaa 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 353: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO : 353: 

Giu Lys Lys Ser Mec Ser Val Ser Asp lie Tyr Aia Leu Giu Ser Leu 
1 5 10 15 

Gly Arg Ser Leu Phe Thr Leu Asn Ser Mec Cys Leu Pro Leu Ser Phe 
20 .25 30 

Xaa 
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3> (2) IMFORMAT ION FOR SEQ ID NO: 254: 

(i) SEQUENCE C-IARACTEEISTICS : 

(A) LENGTH: 245 amine acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 254: 

Mec Gly Giy Ala Ser Arg Arg Vai Glu Ser Gly Ala Trp Aia Tyr Leu 



15 



Ser Pro Leu Val Leu Arg Lys Giu Leu Giu Ser Leu Vai Giu Asn Glu 
20 25 30 



Giy Ser Giu Vai Leu Aia Leu Pro Giu Leu Pro Ser Aia His Pro -lie 
20 35 40 45 

lie Phe Trp Asn Leu Leu Trp Tyr ?he Gin Arc Leu Arg Leu Pro Ser 
50 55 60 

25 lie Leu Pro Giy Leu Vai Leu Aia Ser Cys Asp Giy Pro Ser Xaa Ser 

65 7Q . / . 75 30 

Gin Ala Pro Ser Pro Trp Leu Thr Pro Asp Pro Aia Ser Vai Gin Val 
85 90 55 

30 

Arg Leu Leu Trp Asp Vai Leu Thr Pro Asp Pro Asn Ser Cys Pro Pro 
100 1Q5 HQ 

Leu Tyr Vai Leu Trp Arg Val His Ser Gin lie Pro Gin Arg Vai Vai 
35 115 120 125 

Trp Pro Gly Pro Val Pro Aia Ser Leu Ser Leu Ala Leu Leu Giu Ser 
130. . 135 - 140 

40 . Vai Leu Arg His Val Giy Leu Asn Glu Val His Lys Aia Val Giy Leu 
145 150 ■ 155 150 

Leu Leu Glu Thr Leu Giy Pro Pro Pro Thr Giy Leu His Leu Gin Arg 
155 " " 170 175 

45 

• Giy lie Tyr Arg Glu lie Leu Phe Leu Thr Hec Aia Aia Leu Giy Lys 
180 . 135 ISO 

Asp His Val Asp lie Val Ala Phe Asp Lys Lys Tyr Lys Ser Aia Phe 
50 195 200 205 

Asn Lys Leu Aia Ser Ser Met Gly Lys Giu Glu Leu Arg 'His Arg Arg 
210 215 220 

55 Ala Gin Kec Pro -Thr Pro Lys Aia lie Asp Cys Arg Lys Cys Phe Gly 
225 230 235 240 

Aia Pro Pro Giu Cvs 
2 _ 45 

60 
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10 



15 



20 



25 



35 



40 



45 



50 



55 



60 



(2) INFORMATION FOR SEQ ID NO: 355: 

(i) SEQUENCE CI-tA?ACTERISTIC3 : 

(A) LENGTH: 3 5 arrJ.no acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DE3CP.I ?T ION : SEQ ID NO: 355: 

Met Lys Phe Ser Leu Leu ?he Leu Pro Met Leu Leu He Leu Lys Pro 
1 5 10 is 

Asp Leu Phe His He Ser lie Cys Thr Leu Ala Ala Cys Giy Leu Thr 
20 2S 30 

Phe Pro Xaa 

35" 



(2) INFORMATION FOR SEQ ID NO: 3 55: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amino acids 
(3) TYPE: amine acid 
(D) TOPOLOGY: linear 
(xi)' SEQUENCE DESCRIPTION: SEQ ID NO: 35c: 

30 Met Leu Phe phe Phe lie Leu His Leu Leu Ser He Met Ser Phe Lej 
1 5 10 15 



Ser Pro Asp He Met Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 3 57: 

(i) SEQUENCE. CHARACTERISTICS: 

(A) LENGTH: 93 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 57: 

Met Phe Gly Leu Leu Val Glu Ser Gin Thr Leu Leu Glu Glu Asn Ala 
1 5 10 15 

Val Gin Gly Thr Glu Arg Thr Leu Gly Leu Asn He Ala Pro Phe He 
20 25 30 

Asn Gin Phe Gin Val Pro lie Arg Val Phe Leu Asp Leu Ser Ser Leu 
35 40 " 45 

Pro Cys He Pro Leu Ser Lys Pro Val Glu Leu Leu Arg Leu Asp Leu 
50 55 60 

Met Thr Pro Tyr Leu Asn Thr Ser Asn Arg Glu Val Lys Val Tyr Val 
65 70 75' 80 
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Cys Xaa lie Trp Glu Asp Lau Thr Ala He Pre- ?he Trp Val Ser Tyr 
35 90 95 

Val Pro 



(2) INFORMATION FOR SEQ ID MO: 353: 

( i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 73 amino acids 
(3) TYPE : amino acid 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 353: 

Mec Phe Giy Ala His Arg Xaa Trp Gin Giy Ser Val. Leu Lau Phe Leu 
1 5 10 15 

Ser Phe Ala Trp Giy Asn Giy Giy Ser Val Thr Phe Ser Asp Val Pro 
20 25 30 

Arg Val Met Pro Leu Ala Giy Giy Pro Xaa Xaa Gin 'Val Ser Ser Thr 
35 40 45 

Pro Arg Pro Pro Pre His Gin Val Thr' Ser Ser Pro Giy Leu Glu Ser 

50 55 - 60 

Ala His lie Val Cys Pro Glu Arg Lys Lys Lys Lys Lys Lys 
65 70' 75 



(2) INFORMATION FOR SEQ ID NO: 359: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH :^ 3 i amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 359: 

Thr Leu Leu Xaa Phe Leu Xaa Leu Leu Thr Thr Giu Giy Giy Arg Glu 
1 ■ 5 10 15 

Asn lie Phe Xaa Giy Arg lie Leu Xaa Leu Gin Xaa Ser Pro Xaa 

20 25 . 30 



(2) INFORMATION FOP. SEQ ID NO: 360: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 57 amino acids 

(3) TYPE: amino acid 

( D ) • TOPOLOGY : linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 360: 

Met Leu Ser Phe Phe lie Cys Leu Leu lie Phe Val His Leu Leu Leu 
15 10 15 
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Leu Sex ?he Leu lie 3er Asp Trp Pro Pro Pro Thr Gly Ser Ale Xaa 
20 25 30 

His Lys lie Leu Arg Leu Mec val Val Gin Arg Leu Ser Leu Leu Asp 
35 40 45 

Gin Arg Lys Arg Trp Ser Giu Ala Xaa 
50 55 



(2) INFORMATION FOR SEQ ID NO: 3 51: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3- amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCrJCPTION : SEQ ID NO: 351: 

Lys Tyr xaa 
1 



(2) INFORMATION . FOR SEQ ID NO: 3 62: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3 2 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 352: 

Trp Ser Ser Ala Ser Ser Ser Trp Val Thr Thr Pro Glu Arg lie Arg 
15 10 15 

Pro Arg Met Asp Thr Leu Pro Val Lys Gly His Phe Leu Ser Mec Xaa 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 363: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCrJCPTION: SEQ ID NO: 353: 

Asp lie Phe Val Phe Leu Leu Ser Thr Arg Ala Gly Gly Leu Gly He 
15 10 15 

Asn Leu Thr Ala Xaa Asp Thr Val His Phe Leu Xaa 

20: 25 



(2) INFORMATION FOR SEQ ID NO : 3 64: 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 15 amino acids 

(2) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SZQUEHCZ DESCRIPTION: SEQ ID NO: 364: 

Thr Leu Thr Ser Phe Leu Giu Leu Pro Leu Ala Pro Giu Pro Xaa 
1 5 10 i5 



(2) INFORMATION FOR SEQ ID -NO: 365: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 365: 

Met His Arg Tyr He Thr Phe Phe Lys Cys Phe Arg Ser Val He Leu 
1 5 10 is 

Asp- Leu Leu Phe He Leu Ser Pro Leu Ser Gin Giy Cys Phe lie Leu 
20 25 30 

Phe Xaa 



10 



15 



20 



25 



30 

(2) INFORMATION FOR SEQ ID NO : 366: 

(i) SEQUENCE CHARACTERISTICS : 

(A} LENGTH: 66 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 366: 

40 Met Phe Giy Phe He Phe Leu Leu Leu lie Phe Cys He Xaa Leu Cys 
1 5 10 is 

Ser Arg Thr Leu* Ser Thr Phe He Pro Lys Leu Val Giy Phe Leu Tyr 
20 25 30 

Trp Lys Phe Ser He Asn Leu Ser Leu Leu Leu Thr Leu He Lys Lys 
35 40 45 

Lys Lys Lys Lys Lys Lys Thr Pro Arg Giy Giy Pro Glv Xaa Gin Ser 
^0 50 55 60 



55 



Pro Pro 



(2) INFORMATION FOR SEQ ID NO: 367: 



60 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 317 amino acids 
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(3) TYPE : amine acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCP-Z PTIGW: SEQ ID NO: 367: 

Mec Pro Gly Leu Gly Arg Pro Arg Gin Ala Arc Trp Thr Leu Mec Leu 
1 5 " 10 15 

Leu Leu Ser Thr Aia Met Tyr Gly Ala His Ala Pro Leu Leu Ala Leu 
20 25 30 

Cys His Val Asp Gly Arg Val Pro Phe Arg Pro Ser Ser Aia Val Leu - 
35 40 45 

Leu Thr Giu Leu Thr Lys Leu Leu Leu Cys Ala Phe Ser Leu Leu 'Val 
50 55 60 

-Gly Trp Gin Aia Trp Pro Gin Gly Pro Pro Pro Trp Arg Gin Ala Ala 
55 70 75 30 

Pro Phe Ala Leu Ser Ala Leu Leu Tyr Gly Ala Asn Asn Asn Leu Val 
85 90 95 

lie Tyr. Leu Gin Arg Tyr Mec Asp Pro Ser Thr" Tyr Gin Val Leu Ser 
100 105 110 



Asn Leu Lys lie Gly Ser Thr Ala Val Leu Tyr Cys Leu Cys Leu Arg 
115 120 ' 125 

His Arg Leu Ser Val Arg Gin Gly Leu Ala Leu Leu Leu Leu Mec Ala 
130 135 140 

Ala Gly Ala Cys Tyr Aia A.la Gly Gly Leu Gin Val Pro G'ly Asn Thr 
145 ISO 155 150 



Leu Pro Ser Pro Pro Pro Ala 1 Aia 
155 

lie Thr Pro Leu Gly Leu Leu Leu 
130 

Gly Leu Ser Ser Val Tyr Thr Glu 
195 200 

Pro Leu Ala Leu Gin Asn Leu Phe 
210 215 



Aia Ala Ser Pro Met Pro Leu His 
170 175 

Leu lie Leu Tyr' Cys Leu lie Ser 
185 190 

Leu Leu Met Lys Arg Gin Xaa Leu 
205 

Leu Tyr Thr Phe Gly Val Leu Leu 
220 



Asn Leu Gly Leu His Aia Gly Gly Gly Ser Gly Pro Gly Leu Leu Glu 
225 - 230 235 240 

Gly Phe Ser Gly Trp Ala Ala Leu Val Val Leu Ser Gin Aia Leu Asn 
245 250 255 

Gly Leu Leu Met Ser Ala Val Met Lys His Gly Ser Ser lie Thr Arg 
250 255 270 

Leu Phe Val Val Ser C/s Ser Leu Val Val Asn Aia Val Leu Ser Ma 
275 230 2S5 



Val Leu Leu Arg Leu Gin Leu Thr Aia Ala Phe Phe Leu 'Ala Thr Leu 
290 295 300 



WO 98/54963 



PCT7US9S/1142 



552 



Leu He Gly Leu Aia Met Are Leu Tyr Tyr Gly Ser Arg 
305 210 315 



(2) INFORMATION FOR SEQ ID NO: 368: 

(i) SEQUENCE CHARACTERISTICS : 
10 ' (A) LENGTH: 31 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: .368: 

15 Mec Giv Giu Gin Pro His Phe 'Ser Leu Cys Val Leu Leu Aia Aia Vai 
1 5 10 15 



20 



30 



40 



2)0 



Arg Giu Asp Xaa Asp Pro Xaa Val Phe Pro Cys Cys Phe Leu Xaa 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 369: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3.69: 



Mec Ser Phe lie Ala Leu His Pro Leu Leu Pro Giu Ala 'Ala Leu Giy 
1 5 10 15 ' 



Val Pro Glv Gin Ser Pro Kis Arg Pro Leu Trp Gin Thr Gin Cys Cys 
35 * 20 25 30 



Vai Ala Pro Pro Gin Pro Arg Ala Giu Phe Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 370: 



(i) SEQUENCE CHARACTERISTICS : 
45 (A) LENGTH: 255 amino acids 

(3) TYPE: amino acid- 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 370: 

50 Mec Val Thr Ala Leu Thr Leu Leu Ala Phe Pro Leu Leu Leu Leu His 
15 10 15 

Ala Giu Arg He Ser Leu Val Phe Leu Leu Leu Phe Leu Gin Ser Phe 
20 25 30 



Leu Leu Leu His Leu Leu Ala Ala Gly He Pro Val Thr Thr Pro Gly. 
3 5 40 .45 



Pro Phe Thr Vai 'Pro Trp Gin Aia Vai Ser Ala Trp Aia Leu Met Ala 
60 50 55 60 
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Thr Gin Thr ?he Tvr Ser Thr Gly His Gin Pro Val Phe Pro Aia lie 
65 70 75 30 

Kis Tro His Aia Aia Phe Val Gly Phe Pro Giu Gly His Gly Ser Cys 
"S5 90 95 - 

Thr Trp Leu Pro Ala Leu Leu Val Gly Aia Asn Thr Phe Aia Ser His 
100 105 110 

Leu Leu Phe Aia Val Gly Cys Pro Leu Leu Leu Leu Trp Pro Phe Leu 
115 120 125 

,Cys Giu Ser Gin Gly Leu Arc Lys Arg Gin Gin Pro Pro Gly Asn Glu_ 
" 130 135 ; 140 

Aia Asp Ala Arg Val Arg Pro Giu Giu Giu Giu Giu Pro Leu Met Giu 
145 150 . 155 ■ 160 

Met Arg Leu Arg Asp Ala Pro Gin His Phe Tyr Aia Aia Leu Leu Gin 
165 170 175 

Leu Gly Leu Lys Tyr Leu Phe lie Leu Gly lie Gin "lie Leu A.ia Cys 
130 " 1S5 . 190 

Ala Leu Ala Aia Ser lie Leu Arg Arg His Leu Met Val Trp Lys Val 
195 200 ' 205 

Phe Ala Pro Lys Phe lie Phe Giu Ala Val Gly Phe lie Val Ser -Ser 
210 215 220 

Val Gly Leu Leu Leu Gly lie Ala Leu Val Met Arg Val Asp Gly Aia 
225 230 235 240 

Val Ser Ser Trp Phe Arg Gin Leu Phe Leu Ala Gin Gin Arg Xaa 
245 250 255 



(2) INFORMATION FOR SEQ ID NO: 3 71: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 20 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 371: 

Met Xaa Gly Pro Tro Gly Giu Giu Ala Leu lie Arg Leu Pro Thr Pro 
I " 5 ' 10 15 

Ser Gly Leu Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 372: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 64 amino acids 
(3) TYPE: amino acid 



WO 98/54963 



554 



(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 372: 

Met Ala Thr Leu Giu Xaa Asn Gin Arc Giu Val Asp Arg Glu lie Arg 
1 5 10 15 

Ser Leu Leu Leu Trp Phe Leu Leu Cys Glu He Val Ser Giy Trp Leu 
20 25 30 • * 

Cys Pro Glu Giy Pro Trp Phe Ser Gin Giy Cys Gin He Tyr Lys Asn 
35 40 45 

.Leu Ser Ser Ser Ser Ser Tyr Asn Leu Ser Phe Leu Leu Ser Leu Xaa 
50 - 55 6.0*- 



(2) INFORMATION FOR SEQ ID NO: 372: 

(i.) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 40 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION :' SEQ ID NO: 373: 

Mec lie Kis Ser Giy Cys Thr Ser Gin Cys Leu Glu Giy Phe Phe Leu 
15 10 - 15 

He Phe Leu Leu Asp Phe Asn Pro Val Leu Ala Leu Asp Leu He Giy 
20 25 . 30 

He Met Arg Lys Ala Ser His Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 374: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 5 amino acids 

(3) TYPE: amino acid 
-(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 374: 

Met Val Phe Ser Ala Arg Val Ser Leu Tyr Thr Arg Phe Lys Val He 
1 5 10 15 

Leu Leu Ser Leu Leu He Mec He Leu His Val Cys Trp Val Trp Val 
20 25 30 

He Leu Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 375: 



WO 98/54963 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 11 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 375: 

Gly Leu Leu Tyr lie Mec Tyr Cys Asn lie Xaa 
15 10 



(2) INFORMATION FOR SEQ ID NO: 376: 

(i) SEQUENCE .CHARACTERISTICS : 

(A) LENGTH: 6-4 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 376: 

Met Asn Asn Gly Leu Leu Gin Gin Pro Ser Ala Leu Mec- Leu Leu Pro 
1 5 10 is \ 

Cys Arg Pro Val Leu Thr 'Ser Val Ala Leu Asn Ala Asn Phe Val Ser 
20 25 20 

Trp Lys Ser Arg Thr Lys Tyr Thr Tie Thr Pro Val Lys Mec Arg Lvs 
3 5 40 ' 45 

Ser Gly Gly Arg Asp His Thr Gly Gly Asn Lys Asp Arg Gly lie Xaa 
_ 50 55, SO 



(2) INFORMATION FOR SEQ IH NO : 377: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 19 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 377: 

Mec Arg Lys Gin Arg Leu Val Pro Mec Tyr Leu Gly Leu He Tvr He 
1.5 10 I 5 

Leu Leu Xaa 



(2} INFORMATION FOP. SEQ ID NO: 2 78: 

( i) SEQUENCE CHARACTEFJTSTICS : 

(A) LENGTH: 5 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 37 3: 
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Mec Arg Gin His Xaa 
I 5 



(2) INFORMATION FOR SEQ ID NO: 379: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 379: 

Leu Leu Leu Pro Val Leu Ala Ser Ser Val Pro Ser His Ser Ala Thr 

I a ; 10 15 

Xaa 



(2} INFORMATION FOR SEQ ID NO: 380: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 84 amino acids 
(E) TYPE: amino acid 
(D) TOPOLOGY : linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 380: 



Met Leu Pro Leu Leu Leu Phe Thr Tyr Leu Asn Ser Phe Leu His Gin 
1 5 10 , 15 

Arg lie Pro Gin Ser Val Arg He Leu Gly Ser Leu Val Ala He Leu 
20 25 30 

Leu Val Phe Leu He Thr Ala He Leu Val Lys Val Gin Leu Asp .Ala 
35 40 45 

Leu Pro Phe Phe Val He Thr Mec He Lys He Val Leu He Asn Ser 
50 55 60 

Phe Gly Ala He Leu Gin Gly Ser Leu Phe Gly Leu Ala Gly Leu Leu 
65 70 75 80 

Pro Ala Ser Xaa 



(2) INFORMATION FOR SEQ ID NO: 381: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 331: 



Mec Lys Leu Ser Leu Phe Leu He Leu Ser Asp Val Phe Tyr "Leu Gly 
1 5 10 15 
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Ser Pro Xaa Thr Xaa 
20 




557 



(2) INFORMATION FOR SEQ ID NO: 382: 

(i) SEQUENCE CHARACTERISTICS : . 

(A) LENGTH: 29 airino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 332 : 

Met Gly Thr Arg Arg Lys Gly Vai Ala Trp Leu Ser Leu Ala Pro Leu 
1 5 - * 10 - -15 

lie Thr Gly Leu Ala Pro Ala His lie Thr Ala Val Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 333: . 

(i) SEQUENCE CHARACTERISTICS : 

(A) -LENGTH : 3 4 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear'. 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 383: 

Met Lys Asp Leu Leu Gin Arg Asn Pro Trp Lys Asn Ser Leu Leu Leu 
■ 1 5 10 15 

Leu Gin Val Cys Gin Ala Phe Leu Val Cys Ser Leu Thr Gin Leu Ala 
20 25 30 

Val- Xaa 



(2) INFORMATION FOR SEQ ID NO: 384 : 

(i) SEQUENCE CHARACTERISTICS: 

(A)' LENGTH: 47 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 384: 

Met Ser Glu Ser His Lys lie Trp Trp Cys Tyr Arg His Leu Ala Phe 
1 5-10 15 

Pro Leu Leu The: Leu lie Leu Tyr Pro Ala Thr Leu Gly Arg Ser Val 
20 25 30 

Phe Cys His Asp Cys Lys Phe Pro Glu Ala Ser Pro Ala Mec xa a 
35 40 45 



(2} INFORMATION FOR SEQ ID NO: 3 35: 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 25 amino acids 

(B ) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 385: 

Met Leu Asn Arg lie Met Val Aia Ser ?he Giy Ala Val Leu Val Gin 
1 5 10 15 

Val Cys Arg Giy Xaa Giy' Gin Giy Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO:. 336: 

(i) SEQUENCE 'CHARACTERISTICS : 

(A) LENGTH: €8 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 385: 



Mec Gin Leu Leu Leu Leu Giy Leu 
1 5 

Pro Ser Leu Cys Leu Met Leu Cys 
20 

Ser Pro Phe Val Pro Gin His Pro 
35 40 

Leu Ala Giy Cys Ser Ser Leu Ser 
50 55 



lie Arg Ser Gin Pro Ser Pro Pro 
10 15 

Pro Cys Leu Pro Cys Leu Arg Tyr 
25 30 

Cys Pro Leu Pro Leu Asp Leu Cys 
45 

Val Gin Asp Lys Cys Ser Trp Pro 
60 



Tyr Pro lie Xaa 
65 



(2) INFORMATION FOR SEQ ID .NO: 387: . 

(i) SEQUENCE CrIAPACTERISTICS: 

(A) LENGTH: 34 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY : linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 387: 

Lys Giu Phe Phe Val Phe Leu Phe Val Cys Leu Phe Trp Leu Leu Ser 
15 10 15 

Asn Thr Pro Leu Thr Phe He Ser He lie Leu Gin Arg Lys Glu Thr 
20 25 30 

Asn Xaa 



(2) INFORMATION FOR SEQ ID NO: 238: 
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( i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 14 amino acids 

(E) TYPE : amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 388: 

Ser ?he Leu Met Vai Leu Vai lie. Leu Ma Ala Ser Pro Xaa 
15 10 



(2) INFORMATION FOR SEQ ID NO : 3 39: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 389: 



10 



(2) INFORMATION FOR SEQ ID NO: 39,0: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 154 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SZQUZXCZ DESCRIPTION : ' SEQ ID NO: 390: 

Met Thr Lys Ala Arg Leu Phe Arg Leu Trp Leu Vai Leu Gly Ser Vai 
1 5 10 is 

Phe Met He Leu Leu He lie Vai Tyr Trp Asp Ser Ala Gly Ala Ala 
20- 25 30 

His Phe Tyr Leu His Thr Ser Phe Ser Arg Pro His Thr Gly Pro Pro 
35 40 45 

Leu Pro Thr Pro Gly Pro Asp Arg Asp Arg Glu Leu Thr Ala Asp Ser 
50 55 60 

Asp Vai Asp Xaa Phe Leu Asp Xaa Phe Leu Ser Ala Gly Vai Lys Gin 
65 70 75 ' 80 

Ser Asp Xaa Pro Arg Lys Glu Thr Glu Gin Pro Pro Ala Pro Gly Ser 
85 90 * 95 

Met Glu Glu Ser Vai Arg Xaa Tyr Asp Trp Ser Pro Arg Xaa Ala Arg 
100 105 no 

Arg Thr Gin Thr Arg Ala Gly Ser Xaa Arg Xaa Gly Gly Xaa Cys Cys 
115 120 125 



Gly Ala Ser Ala Pro Xaa Pro Ala Trp Pro Ser Pro Pro Arg Ser Ala 
130 . 135 140 
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His Ser Thr Thr Ser Pro Thr Arg Ser Xaa 
145 150 



(2) INFORMATION FOR SEQ ID NO: 391: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 9 amino acids 
(5) TYPE : amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 Si: 

M^r val Leu 7 eu r *lv Leu Leu Ser Xa.a 
1 5 



(2) INFORMATION FOR SEQ ID NO: 3 92: 

(i) SEQUENCE CHARACTERISTICS : • 

(A) LENGTH: 61 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 392: 

Met Cys He Kis Val Phe Met Xaa Val Leu Trp Val Leu Phe Leu Leu 
1 5 10 15 

Asn Pro Leu Cys Thr Gly Leu Trp Pro Leu Xaa Asn Cys Phe Ser Val 

20 . 25 30 

Leu Arg Kis Ala Asp Trp Val Leu Gly Ala Asp Tyr Lys Gly Giu Glu 
25 40 45 

Leu Asn Arg Kis Gin Gly Pro Met Lys Pro Lys Asp. Xaa 
50 55- 60 



(2) INFORMATION FOR SEQ ID NO: 2 92: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 447 amino acids 
(E) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 393: 



Met Leu Leu Gly Leu Leu Met Ala 
1 5 " 

Kis Gin Asn Leu Lys Giu Phe Ala 
20- 

Thr Lys Glu Thr Glu Arg Lys Glu 

25 40 



Ala Cys Phe Thr Phe Cys Leu Ser 
10 15 

Leu Thr Asn Pro Glu Lys Ser Ser 
25 30 

Thr Lys Ala Glu Glu Glu Leu Asp 

. 45 



Ma Glu Val Leu Glu Val Phe His Pro Thr Kis Glu Trp- Gin Ala Leu- 
50 55 60 
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Gin Pro Giy Gin Ala Vai Pro Aia Giy Ser His Vai Arg leu 
65 70 75 

Gin Thr Giy Glu Arg Glu Ala Lys Leu Gin Tyr Glu Asp Lys 
35 90 

Asn Asn Leu Lys Giy Lys Arg Leu Asp lie Asn Thr Asr. Thr 
100 105 110 

Ser Gin Asp Leu Lys Ser Aia Leu Ala Lys ?he Lys Glu Giy 
115 120 125 

Mec Glu Ser Ser Lys Glu Asp' Lys- Aia Arg Gin Ala Glu Vai 
130 135 140 

Leu ?he Arg Pro lie Glu Glu Leu Lys Lys Asp ?he Asp Glu 
145 150 155 

Vai Vai lie Glu Thr. Asp' Mec Gin lie Mec Vai* Arg Leu lie 
165 170 

Phe Asn Ser Ser Ser Ser Ser Leu Glu Glu Lys lie Ala Ala 
180 1S5 190 

Asp Leu Glu Tyr Tyr Vai Kis Gin Mec Asp Asn Ala Gir. Asp 
.195 200 . 205 

Ser Phe Giy Giy Leu Gin Vai Vai lie Asn Giy Leu Asn Ser 
210 215 220 

Pro Leu Vai Lys Glu Tyr Ala' Aia Phe Vai Leu Giy Ala Aia 
225 230 235 

Ser Asn Pro Lys Vai Gin Vai Glu Aia lie Glu Giy Giy Ala 
245 250 - 

Lys Leu Leu Vai, lie Leu Ala Thr Glu Gin Pro Leu Thr Ala 
250 255 270 

Lys Vai Leu Phe Ala Leu Cys Ser Leu Leu Arg His Phe Pro 
275 230 235 

Gin Arg Gin Phe Leu Lys Leu Giy Giy Leu Gin Vai Leu Arg 
290 295 300 

Vai Gin Glu Lys Giy Thr Glu Vai Leu Ala Vai Arg Vai Vai 
305 210 315 

Leu Tyr Asp Leu Vai Thr Glu Lys Mec Phe Aia Glu Glu Glu 
325 330 

Leu Thr Gin Glu Mec Ser Pro Glu Lys Leu Gin Gin Tyr Arg 
340. 345 350 

His Leu Leu Pro Giy Leu Trp Glu Gin Giy Trp Cys Giu lie 
355 350 355 



His Leu Leu Aia Leu Pro Glu His Asp Ala Arg Glu Lys Vai 
370. 375 380 
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Thr Leu Gly Val Leu Leu Thr Thr Cys Att At? Arg ?yr --urg Gin Asp 
335 390 23: 400 

Pro Gin Leu Gly Arg Thr Leu .-i.a Ser Leu Glr. Ala Glu Tyr Gin Val 
405 41C 415 

Leu Ala Ser Leu Glu Leu Gin As? Gly Glu Asp Glu Gly Tyr ?he Gin 
420 425 430 

Glu Leu Leu Gly Ser Val Asn Ser Leu Leu Lys Glu Leu .-urg Xaa 
435 " 443 445 



(2) INFORMATION FOR SEQ ID NC": 334: 

(i) SEQUENCE C-IAFACTE7 "STICS : 

(A) LENGTH: 24 amino acids 

{3) 'TYPE: amino acid 

(D) TOPOLCGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ 13 ::C: 334: 

Men. Val lie Ser Tyr Val Thr ?he Thr Pro Val Ser Ala Asp Cys Phe 
1 . 5 10 15 

•Phe Asn .Val Leu Val Cys Phe Maa 
20 



(2) INFORMATION FOR SEQ ID NC: 3 95: 

(i) SEQUENCE C-IAPACTEF-ISTICS : 

(A) LENGTH: 24 arino -cits 

(E) TYPE: amine arid 

(D) TOPOLOGY: linear 
(:<i) SEQUENCE DESCHIPTIO-N: SEQ ZD NO: 335: 

Glu Leu Leu Phe Leu Leu He He He Leu Gly Glu' Ser Leu Ser As? 
15 13 15 

Val He Leu Leu He Cys Phe I'laa 
20 



(2) INFORMATION FOR SEQ ID NO: 3 96: 

(i) SEQUENCE C^ACTEF-STICS : 

(A) LENGTH: 35 aru.no acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID 1TO: 396: 

Met Phe Tyr Trp Gly Gly Leu Ser Phs Ty~ Phe Leu Leu Ser Ser Gly 
15 10 15 



Val Gly Phe Tyr Cys Phe Leu Phe Gly Phe Gly Mec Glu lie Trp lie 
20 " 25 30 
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Ala Ala Xaa 
25 



(2) INFORMATION FOR SEQ ID NO: 297: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3 amino acids 
(3)- TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 297: 

Giy Arg Xaa 

i ■: 



(2) INFORMATION FOR SEQ ID NO: 3 93: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 2 5 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 398: 

Met Lys Leu Ser Leu Leu He Leu Thr Leu Met Gin Arg Tyr Ph* Arg 
1 5 10 ~ is 

Thr He Thr Asr. Ser Leu Cys Lys Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 3 99: 

( i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 79 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY; linear 
(xi), SEQUENCE DESCRIPTION: SEQ ID NO : " 399: 

Mec Pro Ala Val Ser Gly Pro Giy Pro Leu Phe Cys Leu Leu Leu Leu 
1 ■ ■ 5 10 15 

Leu Leu Asp Pro His Ser Pro Glu Thr Gly Cys Pro Pro Leu Arg Arg 
20 25 30 

Phe Glu Tyr Lys Leu Ser Phe Lys Gly Pro .Arg Leu Ala Leu Pro Giy' 
35 40 45 

Ala Gly lie Pro Phe Trp Ser His His Gly Gly Glu Gly Gin- Glv Trp 
-50 55 60 

Gly Pro Leu Cys Pro Gly Ser Leu Lys Val Leu Glu Gly Leu Xaa 
65 '70 75 



(2) INFORMATION FOR SEQ*" ID MO: 400: 
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(i) SEQUENCE CHARACTERISTICS : 

■ (A) LENGTH: 21 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY : linear . 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 400: 

Met Lys Val Phe Leu Ser Met Pro Phe Leu Val Leu ?he Gin Ser Leu 
i 5 10 15 

He Gin Glu Asp Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 401: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 257 amino acids 

(3) TYPE: amino J acic 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 401: 

Met Ala Ala Leu Thr Ser Kis Leu Gin Asn Gin Ser Asn Asn Ser Asn 
1 ' 5 10 15 

Trp Asn Leu Arg Thr Arg Ser Lys Cys Lys Lys Asp Val Phe Met Pro 
20 25 ' 30 

Pro Ser Ser Ser Ser Glu Leu Gin Glu Ser Arg Gly Leu Ser Asn Phe 
35 ' 40 45 ' 

Thr Ser Thr Kis Leu Leu Leu Lys Glu Asp Glu Gly Val Asp Asp Val 
50 55 60 

Asn Phe Arg Lys Val Arg Lys Pro Lys Gly Lys Val Thr He Leu Lys 
65 ' 70 • 75 ,80 

Gly He Pro He Lys Lys Thr Lys Lys Gly Cys Arg Lys Ser Cys Ser 
85 90 95 

Gly Phe Val Xaa Ser Asp Ser Lys Arg Glu Ser Val Cys Asn Lys Ala 
100 105 110 

Asp Ala Giu Ser Glu Pro Val Ala Gin Lys Ser Gin Leu Asp Arg Thr 
115 120 125 

Val Cys He Ser Asp Ala Gly Ala Cys -Gly Glu Thr Leu Ser Val Thr 
130 135 1'40 

Ser Glu Glu Asn Ser Leu Val Lys- Lys Lys Glu Arg Ser Leu Ser Ser 
145 150 155 160 

Gly Ser Asn Phe Cys Ser Giu Gin Lys Thr Ser Gly He He Asn Lys 
165 170 175 

Phe Cys Ser Ala Lys Asp Ser Glu His Asn Glu Lys Tyr Glu Asp Thr 
130 185 190 



Phe Leu Glu Ser Giu Giu He Gly Thr Lys Val Glu Val Val Giu Arg 
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195 200 205 

Lys Glu His Leu His Thr Asp He Leu Lys Arg Gly Ser Glu Met Asp 
210 215 220 

Asn Asn Cys Ser Pro Thr Arg Lys Asp ?he Thr Glu Asp Thr lie Pro 
225 230 235 240 

Arg Asn Thr Asp Arg Lys Lys Glu Asn Lys Pro Val Phe Phe Gin Gin 
245 250 255 

lie 



(2) INFORMATION FOR SEQ ID MO: 402: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 42 4 amino acids 

(B) TYPE: amino acid' 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 402: 

Met Glu Lys Gin Cys Cys Ser His Pro Val He Cys Ser Leu Ser Thr 
1. 5 10 15 

Met Tyr Thr Phe Leu Leu Gly Ala He Phe lie Ala Leu Ser Ser Ser 
20 25 30 

Arg He Leu Leu Val Lys Tyr Ser A.la Asn Glu Glu A-sn Lys Tyr .Asp 
35 40 45 ' 

Tyr Leu Pro Thr Thr Val Asn Val Cys Ser Glu Leu Val Lys Leu Val 
50 55 60 ' - 

Phe Cys- Val Leu Val Ser Phe- Cys Val He Lys Lys' Asp His Gin Ser 
<=5 70 75 80 

Arg Asn Leu Lys Tyr Ala Ser Trp Lys Glu Phe Ser Asp Phe Mec Lys 
85 ' 90 95 

Trp Ser He Pro Ala Phe Leu Tyr Phe Leu Asp Asn Leu He Val Phe 
100 105 v ■ HO 

Tyr Val Leu Ser Tyr Leu Gin Pro Ala Met Ala Val He Phe Ser Asn 
115 120 125 

Phe Ser He He Thr Thr Ala Leu Leu Phe Arg lie Val Leu Lys Xaa 
130 135 140 

Arg Leu Asn Trp He Gin Trp Ala Ser Leu Leu Thr Leu Phe Leu Ser 
145 150 155 150 

He Val Ala Leu Thr Ala Gly Thr Lys Thr Leu Gin His Asn Leu Ala 
165 170 175 



Gly .Arg Gly Phe His His A.sp Ala Phe Phe Ser Pro Ser Asn Ser Cys" 
130 135 190 
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Leu Leu ?he Arg Asn Giu Cys Pro Arg Lys Asp Asn Cys Thr Ala Lys 
195 200 205 

Glu Trp Thr ?he Pro Glu Ala Lys Trp Asn Thr Thr Ala Arg Val ?he 
210 215 220 

Ser His He Arg Leu Gly Mec Gly His Val Leu He lie Val Gin Cys 
225 230 • 225 240 

Phe He Ser Ser Met Ala Asn lie Tyr Asn Glu Lys lie Leu Lys Giu 
245 250 255 

Gly Asn Gin Leu Thr Glu Xaa He Phe He Gin Asn Ser Lys Leu Tyr 
260 265 270 

Phe Phe Gly He Leu Phe Asn Gly Leu Thr Leu Gly Leu Gin Arg Ser 
275 230 235 

Asn Arg Asp Gin He Lys Asn Cys Gly Phe Phe Tyr Gly His Ser Ala 
290 295 300 

Phe Ser Val Ala Leu lie Phe Val Thr Ala Phe Gin Gly Leu Ser Val 
305 310 215 320 

Ala Phe He Leu Lys Phe Leu Asp Asn Met Phe His Val Leu Met Ala 
325 230 335 

Gin Val Thr Thr Val He lie Thr Thr Val Ser Val Leu Val Phe Asp 
340' '345 _ 350 - 

Phe Arg Pro Ser Leu Giu Phe Phe Leu Glu Ala Pro Ser Val Leu Leu 
355 360 365 " 

Ser He Phe He Tyr Asn Ala Ser Lys Pro Gin Val Pro Giu Tyr Ala 
'370 375 380 

Pro Arg Gin Glu Arg He Arg. Asp Leu Ser Gly Asn Leu Trp Glu Arg 
335 390 395 400 

Ser Ser Gly Asp Gly Glu Glu Leu Glu Arg Leu Thr Lys Pro Lys Ser 
405 410 415 

Asp Glu Ser Asp Glu Asp Thr Phe 
420 



(2) INFORMATION FOR SEQ ID NO: 403: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 402: 

Met Trp Gly Gin Gly Ser Gin Lys Ser His Phe Ser Asp Leu Val Phe 
15 10 15 



Gly Val Arg Giu Leu Cys Ala Gin Pro Ser Asp Pro Gly Ser Pro His 
20 25 30 
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Xaa 



(2) INFORMATION FOR SEQ ID NO: 404: 

(i) SEQUENCE CHARACTERISTICS. : 

(A)- LENGTH: SO amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 404: 

Met: Val Gin His lie Gin Pro "Ala Ala Leu Ser Leu Leu Ala Gin Trp 
i 5 10 15 

Ser Thr Leu Val Gin Giu Leu Glu Ala Ala Leu. Gin Leu Ala ?he Tyr 
20 25 30 

Pro Asp Ala Val Giu Glu Trp Leu Glu Giu Asn Val His Pro Ser Leu 
35 40 45 

Gin Arg Leu Gin Xaa Leu Leu. Gin Asp Leu Ser Giu Val Ser Ala Pro 
50 . 55 50 

Pro Leu Pro Pro Thr Ser Pro Giy Arg Asp Val Ala Gin Asp Pro Xaa 
65 70" 75 30 



(2) INFORMATION FOR SEQ ID NO : 405: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 95 amino acids 
(3) TYPE : amino acid 
(D) TOPOLOGY: linear 
. (xi) SEQUENCE' DESCRIPTION: SEQ ID NO: 405: 

Met Leu Asn Gin Gly Tyr lie Arg Lys He lie Leu He -He He Leu 
15 10 15 

Gly Ser Phe Ser Ser Pro Lys Lys Ala lie Leu Met Gly Phe Gin Asn 
20 25 30 

Gin Lys Lys Ala Leu Asn Glu Glu Gin Thr Thr Giy Val Pro Met Ser 
35 40 45 

lie Ser Gly Lys Leu Arg. Pro Ser Arg Ser Leu Asp Phe Val Gin Pro 
50 55 60 

Pro Arg Phe Gin Ser Gin Gin Pro Ser Ala Val Val Asp Arg Arg Giy 
55 ■ 70 75 80 



Phe Xaa Xaa Lys Ala Ala Arg Gly Gin Giu Phe Ser Giu Ser Xaa 
95 90 95 
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(2) INFORMATION FOR SEQ ID NO: 406: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 257 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 406: 

Met Arg Gly Pro. Ala Gin Ala Lys Leu Leu Pro Gly Ser Ala He Gin 
1 5 10 ^ 15 

Ala Leu Val Gly Leu Ala Arg Pro Leu Val Leu Ala Leu Leu Leu Val 
20 25 30 

Ser Ala Ala Leu • Ser Ser Val Val Ser Arg Thr Asp Ser Pro Ser Pro 
35 40 45 

Thr Val Leu Asn Ser His lie Ser Thr Pro Asn Val Asn AJ.a Leu Thr 
50 55 60 

His Glu Asn Gin Thr Lys Pro Ser He Ser Gin lie Ser -Thr Thr Leu 
70 75 80 

Pro Pro Thr Thr Ser Thr Lys Lys Ser Gly Gly Ala Ser Val- Val Pro 
85 90 95 - 

His Pro Ser Pro Thr Pro Leu Ser Gin Glu Glu Ala Asp Asn Asn Glu 
100 105 ' * HO 

Asp Pro Ser He Glu Glu Glu Asp Leu Leu Met Leu Asn Ser Ser Pro 
115 120 125 

Ser Thr Ala Lys Asp Thr Leu Asp Asn Gly Asp Tyr Gly Glu Pro Asp 
130 -135 140 

Tyr Asp Trp Thr Thr Gly Pro Arg -Asp Asp A.sp Glu Ser Asp Asp Thr 
i4 5 150 155 * 160 

Leu Glu Glu Asn Arg Gly Tyr Met Glu He Glu Gin Ser Val Lys Ser 
155 170 175 

Phe Lys Met Pro Ser Ser Asn He Glu Glu Glu Asp Ser His Phe Phe 
130 135 190 

Phe His Leu He lie Phe Ala Phe Cys He Ala Val Val Tyr He Thr 
195 200 205 

Tyr His Asn Lys Arg Lys He Phe Leu Leu Val Gin Ser Arg Lys Trp 
210 215 220 

Arg Asp Gly Leu Cys Ser Lys Thr Val Glu Tyr His Arg Leu Asp Gin 
225 230 235 " " 240 

Asn Val Asn Glu Ala Met Pro Ser Leu Lys He Thr Asn Asp Tyr He 
245 250 * 255 

Phe 
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260 255 270 

Val Ser Leu Lys Glu Ser Asp Arg His Thr Leu Leu His ?he Leu Glu 
275 230 2S5 

Asp Glu Lys Tyr Giu- Giu Vai Met Ala Vai Leu Gly Ser ?he Pro Tyr 
290 295 ' 300 

Val Thr Met Asp lie Lys Ser Gin Val Leu Asp Asp Giu Asp Ser Asn 
305 • 310 315 320 

Asn lie Thr Val Gly Ser Leu Val Thr Val Leu Val Lys Leu Thr Arg 
325 330 335 

Gin Thr Mec Ala Giu Val Phe Glu Lys Glu Gin Ser lie Cys Ala Ala 
340 345 350 

Glu Giu Gin Pro Ala Giu Asp Giy Gin Gly Glu Thr Asn Lys Asn Arg 
355 360 355 

Thr Lys Gly Gly Trp Gin Gin Lys Ser Lys Giy Pro Lys Lys Thr Ala 
370 375 330 

Lys Ser Lys Lys Lys Lys ■ Pro Leu Lys Lys Lys Pro Thr Pro Val Leu 
385 - 390 395 400 

■ Leu Pro Gin Ser Lys Gin Gin Lys Gin Lys Gin Ala Asn Giy Val Val 
405 410 415 . 

Gly Asn Glu Ala Ala Val Lys Glu Asp Glu Giu Glu Val Ser Asp Lys 
420 425 430 

-Gly Ser Asp Ser Glu Glu Glu Giu Thr Asn Arg Asp Ser Gin Ser Glu 
435 440 445 

Lys Asp Asp Gly Ser Asp Arg Asp Ser Asp Arg Giu Gin Asp Giu Lys 
450 • ' 455 460 

Gin Asn Lys Asp Asp Glu Ala Giu Trp Gin Giu Leu Gin Gin Ser lie 
465 470 475 430 

Gin Arg Lys Glu Arg Ala Leu Leu Glu Thr Lys Ser Lys lie Thr His 
435 490 495 

Pro Val Tyr Ser Leu Tyr Phe Pro Glu Glu Lys Gin Glu Trp Trp Trp 
500 505 . 510 

Leu Tyr lie Ala Asp Arg Lys Glu Gin Thr Leu lie Ser Men Pro Tyr 
515 520' 525 

His Vai Cys Thr Leu Lys Asp Thr Glu Glu Val Glu Leu Lys Phe Pro 
530 • 535 540 

Ala Pro Gly Lys Pro Gly Asn Tyr Gin Tyr Thr Vai Phe Leu Arg Ser 
545 550 555 560 

Asp Ser Tyr Mec Gly Leu Asp Gin lie Lys Pro Leu Glu Val Xaa Lys 
565 570 575 



Phe Mec Arg Leu Lys Pro Val Pro Glu Asn His Pro Gin Trp Asp Thr 
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(2) INFORMATION FOR SEQ ID NO: 407: 

(i) SEQUENCE CHAFACTZRI5TICS": 

(A) LENGTH: 623 amino acids 

(3) TYPE : amino acid 

(D) -TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 407: 

Met ?he Met Arg lie Ala Lys Ala Tyr Ala Ala Leu Thr Asp Glu Glu 
13 10 15 

Ser Arg Lys Asn Trp Glu Glu Phe Gly Asn Pro Asp Gly Pro Gin Ala 
20 25 30 

Thr Ser Phe Gly lie Ala Leu Pro Ala Trp He Val Asp Gin Lys Asn 
35 40 45 

Ser He Leu Val Leu Leu Val Tyr Gly Leu Ala Phe Me- Val He Leu 
50 55 60 

Pro Val Val Val Gly Ser Trp Trp Tyr Arg Ser He Arg Tyr Ser Gly 
65 .70 75 30 

Asp Gin He Leu He Arg Thr Thr Gin He Tyr Thr Tyr Phe Val Tyr 
85 90 95 

Lys Thr Arg Asn Met: Asp Mec Lys Arg Leu He Met: Val Leu Xaa Gly 
. 100 105 HO 

Ala Ser Glu Phe Asp Pro Gin Tyr Asn Lys Asp Ala Thr Ser Arg Pro 
115 120 125 

Thr Asp Asn He Leu He Pro Gin Leu He Arg Glu lie Gly Ser He 
130 135. 140 

Asn Leu Lys Lys Asn Glu Pro Pro Leu Thr Cys Pro Tyr Ser Leu Lys 
145 . 150 155 160 

Ala Arg Val Leu Leu Leu Ser His Leu Ala Arg Met Lys He Pro Glu 
165 ' 170 175 

Thr Leu Glu Glu Asp Gin Gin Phe Met Leu Lys Lys Cys Pro Ala Leu 
130 135 190 

Leu Gin Glu Mec Val Asn Val He Cys Gin Leu lie Val Met Ala Arg 
195 200 205 

Asn Arc Glu Glu Arg Glu Phe Arg Ala Pro Thr Leu Ala Ser Leu Glu 
210 215 220 

Asn Cys Met Lys Leu Ser Gin Mec Ala Val Gin Gly Leu Gin Gin Phe 
225 230 235 240 

Lys Ser Pro Leu Leu Gin Leu Pro His He Glu Glu Asp Asn Leu Arg 
245 250 255 

Arg Val Ser Asn His Lys Lys Tyr Lys He Lys Thr He Gin Asp Leu 
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580 585 590 

Ala lie Giu Gly Asp Glu Asp Gin Giu Asp Ser Glu Giy Fhe Giu Asp 
595 - 600 - 605 

Ser Phe Glu Giy Giy Arg Giy Arg Giu Giu Gly Arg Trp Trp Thr 
610 615 520 



(2) INFORMATION FOR SEQ ID NO: 408: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 190 amino acids 

(E) TYPE: amino acid 

<D) TOPOLOGY: linear 
(xi) SEQUENCE DESCPJIPTION : SEQ ID NO: 40 S : 

Met: Lvs Ala Ser Gin Cys Cys Cys Cys Leu Ser His Leu Leu Ala Ser 
1 5 10 15 

Val Leu Leu Leu Leu Leu Leu Pro Glu Leu Ser Gly Xaa Leu Xaa Val 
20 ' 25 30 

Leu Leu Gin Ala Ala Giu Ala Ala Pro Giy Leu Gly Pro Pro Asp Pro 
35 40 . t 45 

' Arg Pro Arg Thr Leu Pro Pro Leu Pro Pro Gly Pro Thr Pro Ala Gin 
50 55 60 

Gin Pro Gly Arg Giy Leu Aia Giu Ala Ala Gly Pro Arg Giy Ser Giu 
65 70 75 80 

Gly Gly Asn Gly Ser Asn Pro Val Ala Giy Leu Glu Thr Asp Asp Hi-s 
85 90 -55 

' Gly Gly Lys Ala Gly Glu Gly. Ser Val Giy Giy Gly Leu Ala Val Ser 
100 " 105 110 

Pro Asn Pro Gly Asp Lys Pro Met: Thr Gin Arg Aia Leu Thr Val Leu 
115 120 125 

Met: Val Val Ser Giy Aia Val Leu Val Tyr Phe Val Val Arg Thr Val 
130" 135' 140 

Arg Met. Arg Arg Arg Asn Arg Lys Thr Arg Arg Tyr Gly Val Leu Asp 
145 150. 155 150 

Thr Asn lie Glu Asn Mec Glu Leu Thr Pro Leu Glu Gin Asp Asp Glu 
165 170 175 

■Asp Asp Asp Asn Thr Leu Phe Asp Ala Asn His Pro Arg Arg 

180 135 190 " 



(2) INFORMATION FOR SEQ ID NO: 409: 



(i) SEQUENCE CI-iARACTEF-ISTICS : 

(A) LENGTH: 17 9 amino acids 
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•■3) "Z: 

:d) rcrCLccv: linear 

(xi) S3~.^= rZSC?-3dC-::: SZ2 IT HO: 409: 

5 Mec Ser ?ro Ser Gly Arg Lsu Cys Leu leu Thr lie 7*1 Gly leu lie 
1 5 10 • IS 

Leu Pro Thr Arg Gly Gin Thr Leu ly= A3? Thr Thr Ser Ser Ser Ser 
2C 23 30 

10 

Ala As? Ser Thr He He* Asp He Glr. Val Pro Thr Arg Ala Pro Asp 
35 40 45 

Ala Val ryr Thr Glu leu Gin P-ra =*r Pro Thr Pro Thr Trp Pro 
15 50 55 60 

Ala Asp Glu Thr Pri Gin Pro Gin Thr Glr. Thr Gin Gin leu Glu Gly 
'65 'J IS 30 

20 Thr Asp Gly Pro leu Val Thr As? Pro Glu Thr His Lys Ser Thr Lvs 
35 90- ?5 

Ala Ala His Pro Thr Ar? Asp Thr Thr Thr leu Ser Glu Arg Pro Ser 
11C- 115 no 

25 

Pro Ser Thr Asp Val Gin Thr A^p> Pro Glr. Thr Leu Lys Pro Ser Gly 
. 115 120 125 

Phe His Glu Asp Asp Pro Phe Phe Tyr Asp Glu His Thr Leu Arg Lvs 
30 130 125 140 

Arg Gly leu leu Val Ala Ala Val leu Phe lie Thr Gly lie' He lie 
145 ISO 155 150 

-> c 

-2 J Leu Thr Ser Gly lys lys Arg Gin leu Ser Arg Leu Cys Arg'Asn His 
155 17C 175 

Cys Arg Haa 

40 



(2) DSrCSMXTICS ?C7 SZQ IT NC: 413: 

45 (i) SZQLZNCZ T3AKACT^ST1CS: 

(A) LEZETTK: 14 anino acids 
13) TT7E: ar-inc acid 
iZ» TCPOLOGT: linear 
(xi) SZ^v^vTl TZSCP-pCia-i: SZQ ID NO: 410: 

50 . 

Met Phe Lys Cys Leu Gin Thr Thr Phe Leu Phe He Xaa Xaa 
1 I 10 



55 

(2) ZHrORMATHS FTP. SZQ IT NO: 411: 



60 



^3CZ GHA^ACTZr-ISTT-CS : 

(A) ISTXTTH: 232 arhno acids 

(2) "Z: arino arid 
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(D) TOPOLOGY : I inear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 411: 

Met Leu Ala Gly Lys Leu lie Pro Val His Gin Vai Arc Gly Leu Lys 
15 10 15 

Giu Lys lie Val Arg Ser Phe Glu Val Ser Pro Asp Giy Ser ?he Leu 
20 25 30 

Leu lie Asn Gly lie Ala Gly Tyr Leu His Leu Leu Ala Met Lys Thr 
35 40 ■ 45 

Lys Glu Leu lie Gly Ser Met Lys lie Asn Giy Arg Val Ala Ala Ser" 
50 55 SO 

Thr Phe Ser Ser Asp Ser Lys Lys Val Tyr Ala Ser Ser Gly Asp Gly 
65 ' 70 75 30- 

. Giu Vai -Tyr Vai Trp Asp Val Asn' Ser Arg Lys Cys Leu Asn Arg Phe 
85 ^ SO 95 

Val Asp Giu Gly Ser Leu Tyr Gly Leu Ser lie Ala Thr .Ser Arg Asn 
100 105 110 

Giy Gin Tyr Val Ala Cys Gly Ser Asn Cys Gly Vai Val Asn lie Tyr 
115 120 125 

Asn Gin Asp Ser Cys Leu Gin Glu Thr Asn Pro Lys Pro lie Lys Ala 
130 135 140 " 



lie Met Asn Leu Vai Thr Giy Vai 
145 150 

Thr Glu lie Leu Ala lie Ala Ser 
155 

Leu Val His Leu Pro Ser Cys Thr 
130 

Lys Asn Lys Asn lie Ser His Val 
195 200 

Ser Giy Tyr Phe Ala Leu Gly Asn 
210 215 

Arg Leu His His Tyr Ser Asp Phe 
225 230 



Thr Ser Leu Thr Phe Asn Pro Thr 

155 150 

Giu Lys Met Lys Glu Ala Val Arg 

170 175 • 

Val Phe Ser Asn Phe Pro Val lie' 
1S5 ; 190 

His Thr Met Asp Phe Ser' Pro Arg 
205 

Glu Lys Gly Lys Ala Leu Met Tyr 
220 



(2) INFORMATION FOR SEQ ID NO: 412: 

(i) SZQXJZZ1CZ CHARACTERISTICS: 

(A) LENGTH: 54 amino acids 
(3) TYPE: amino acid 
■(D) TOPOLOGY: linear 

(xi) . SEQUENCE DESCRIPTION: SEQ ID NO: 412: 



lie Leu Leu Cys Ser Trp Pro Thr Giy Leu Vai Gly Gly Arg Asp Pro 
15 10 15 
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Gly Ser Ser Arg Giy Ser Ser Ala Ser Leu Thr Pro Ser Pro Gly Arg 
20 25 30 • 

Gin Pro Cys Ser Arg Arg Arg Gly Tyr Ser Val Gly Arg Arg Ser Ser 
35 40 45 

Pro Pro Asp Gly Ser Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 413: 

(i) SEQUENCE CHARACTERISTICS': 

(A) LENGTH: 33 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCRIPTION : SEQ ID NO: 413: 

Met Ser Leu Gin Ser Asn Ala Trp-Ser Lys Xaa Leu ?he lie Val Phe 
i 5 10 is 

Leu Phe Leu Val Leu Phe Lys Thr Gly Val Ser Ser Glu Glu Ser 
20 25 30 

Xaa 



(2) INFORMATION FOR SEQ ID NO: 414: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 219 amino acids 
(3) TYPE: amino acid 
<D) TOPOLOGY: linear 
.(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 414: 

Met Ala Val Val Leu Leu Ala Asn Leu Ala Gin Gly Asp Ser Leu Ala 
1 5 10 * * 15 

Ala Arg Ala He Ala Val Gin Lys Gly Ser He Gly Asn Leu Leu Giy 
20 25 30 

Phe Leu Glu Asp Ser Leu Ala Ala Thr Gin Phe Gin Gin Ser Gin Ala 
35 40 45 

Ser Leu Leu His Met Gin Asn Pro Pro Phe Glu Pro Xaa Ser Val Asp 
50 35 60 

Met Met arg Arg Ala Ala Arg Ala Leu Leu Ma Leu. Ala Lys Val Asp 
65 70 75 80 

Glu Asn His Ser Glu Phe Thr Leu Tyr Glu Ser Arg Leu Leu Asp He 
' 25 90 95 



Ser Val Ser Pro Leu Met Asn Ser Xaa Val Ser Gin Val He Cys Asp 
100 105 HO 
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val Leu ?he Leu Xaa Trp Pro Vai Mec Thr Ala Val Gly His Leu Pro 
115 120 125 



Pro Pro Cys val Cys Ala Cys Val Glu Asn Leu Giu Thr Asp Cys Cvs 
130 135 140 

Pro Leu Phe Mec Gin Asn His Leu Arg lie Gin Phe Thr Leu Cys Cys 
145 150 155 160 

Pro Ala Ser Pro Leu Gly Lys Ser Leu Ser Cys Phe Ser Leu Leu Leu 
155 170 175 

Pro Pro Pro Leu Pro Pro Ser Pro His Ala Phe Leu Phe Leu Val Leu 
130 135 190 

Thr Leu Leu Pro Ser Gly Pro Tyr Pro Thr Leu Phe Glu Lys Thr Lys 
195 200 205 

Leu Cys 'Leu His Arg Arg Leu Phe Leu Phe Xaa 
-210 215 



(2) INFORMATION FOR SEQ ID NO: 415: 

(i) .SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 51 amino acids 

(5) TYPE : amino acid 

(D) TOPOLOGY: linear 
<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 415: 

Met: Leu Pro Asp Glu Ser Phe Gly Leu Leu Leu Ser He, Pro Ser Leu 
1 5 - 10 15 

Thr Pro- Ser Ala Ala Ala Pro Ser Phe Cys Val His Leu Met' Gin Ala 
20 25 30 

Ser Arg Ser Ser Lys Arg Ala Ser His Val Pro Val His Leu Leu Trp 
35 ' 40 45 

Gly- Asp Xaa 
50 



(2) INFORMATION FOR SEQ ID NO : 415: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 50 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY : linear 

(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 416: 

Mec Arg Pro Gly Ser Phe Ser Phe He Ala Phe Leu Ala Thr -Glu Val 
1 5 10 15 

Ser Ser Cys Phe Pro Gly Arg Pro Asp Cys Xaa Thr Gly Mec Trp Leu 
20 25 30 

Leu Gin Leu Gin Lys Lys Gin Arg Thr Leu Leu Ala Mec Ala Pro Arg 



WO 98/54963 



576 

35 40 45 

Arg Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 417: 

(i) SEQUENCE CHARACTERISTICS: 

(A} LENGTH: 70 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 417: 

Asp Arg Pro Cys Pro Ser Ser Leu Trp Lys Vai ?he Pro Leu Leu Leu 
15 10 15 

Leu Leu Met Arg Leu Phe Pro Leu Pro Val Pro Gly Asn Gin Arg Ala 
20 25 30 

Xaa Leu Pro His Pro Phe Xaa Ala Pro Arg Leu Pro Cys Leu Leu Cys 
35 40 ■ 45 ' 

Leu Cys Thr Gin Gin Phe Xaa Val Cys Ser Kis Tyr Leu Pro Ala Gly 

50 55 / -50 

Tyr Arg Val Asn Ser Xaa 

65 70 . * 



(2) INFORMATION FOR SEQ ID NO: 418: 

(i) SEQUENCE CHARACTERISTICS : 

(A.) LENGTH: 40 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
<xi) SEQUENCE DESCRIPTION : SEQ ID NO: 4IB : 

Met: His Glu Lys Ala Trp Asn Leu lie Leu Leu Trp Trp Leu Ser Leu 
I 5 10 .15 

Asp Leu Leu Gly Val Ala Lys Thr Ala Met Trp Ala Gin Trp- Cys Gly 
20 - ■ 25 30 

Leu Asn Asp His Lys Gly Lys Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 419: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY : linear 

fxi) SEQUENCE DESCRIPTION: SEQ ID NO: 415: 



Met Ala Phe Val Leu Leu Xaa Cys Phe Val Xaa Leu Gin Ser Ser Xaa 
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20 



(2) INFORMATION FOR SEQ ID '.TO: 421: 

10 (i) SEQUENCE C-?i»C3 ZSZZZS : 

(A) LENGTH: 3 5 =-7-Lr.2 ar:^ 

(B) TYPE: arrlnc =c;i 
(D) TOPOLOGY: li-T.ear 

Ui> SEQUENCE DESCRIPTION:- SEQ 13 :TC : 42 Z : 

15 " Mec Phe Ser Leu Leu Trp Leu Val Cys Val Pr, Ser Asn Ser Ser Val 

5 10 . 

Oa Asn val Thx Ala Ser Arg Gly Gly Val Pha Lys Arg Ser Leu Gly 
20 20 « 20 

Eis Glu Gly ?he Ser Xaa 

' 35 



25 



(2) INFORMATION FOR SEQ ID I TO : 421: 



(i) SEQUENCE 
30 (A) LENGTH: 2 5 ar^r-C arid- 

(3) TYPE: amino acid 
(D) TOPOLOGY: linear^ _ ^ 
Uci> SEQUENCE DESCF-PTI HT : ^-1 — : -21: 

35 Lvs Tro Leu Leu Phe lie ?he Leu Leu Zys leu Sir. Leu Val Asia Ala 
" X ' 5 1° " 3 

Leu Leu Ser Leu Phe Gin Glu Arg Phe Val His Cys Pro Ala Arg Phe 
20 ^ 1Z 



40 



45 



Val Ser Xaa 
35 



(2) INFORMATION FOR SEQ ID ITC: 421: 



(i) SEQUENCE CHAPA-CTER1STIIS : 

(A) LENGTH: 3 2 amine arid= 
50 (3) TYPE: amino acid 

(D) TOPOLOGY: linear 
( X i.) SEQUENCE DESCRIPTION: SEQ IE : 422: 



m« c Leu Leu Phe Leu Ser He Thr Ani Ser Leu Sar Phe He Ser Val 

55 I 5 .io 15 

As* Lvs Pro Phe Gly Gin Ser Glu Ar? Val 2y S Pre Val lie Ser Xaa 

" " 20 25 . 30 



60 



WO 98/54963 



PCT/US98/11422 



578 



0 {2} INFORMATION FOR SEQ ID MO: 423:' 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 127 amino acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 422: 

Met Glu Phe Leu Phe Asn Lys Thr Gly Trp Aid Phe Ala Ala Leu Cys 
1 5 10 IS 

1J ; 

Phe Val Leu Ala Met Thr Ser Gly Gin Mec Trp Asn His lie Arg Gly 
20 25 30 , 

Pro Pro Tyr Ala His Lys Asn Pro His Thr Gly His Val Asn Tyr lie 
20 35 40 45 

• His Gly Ser Ser Gin Ala Gin Phe Val Ala Glu Thr Kis lie Val Leu 
50 55 60 

25 Leu Phe Asn Gly Gly Val Thr Leu Gly Met Val Leu Leu Cys Glu Ala 
65 70 ■ 75 80 



30 



40 



55 



Ala Thr Ser .Asp Met Asp lie Gly Lys Arg Lys He Met Cys Val Ala 
85 90 95 

Gly lie Gly Leu Val Val Leu Phe Phe Ser Trp Met Leu 'Ser He Phe 
100 105 110 



Arg Ser Lys Tyr Kis Gly Tyr Pro Tyr Ser Phe Leu Met Ser Xaa 
35 H5 120 125 



(2) INFORMATION FOR SEQ ID NO: 424: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 69 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 424: 

Met Thr Trp His Ser Arg Glu Ser Phe Xaa Leu Leu Arg Val Val Ala 
15 10 15 

50 Pro Ser Gin Ala Pro Gly Met Gin Val Ser Pro Ser Gin Arg Ala Trp 
20 25 30 



Arg Arg Pro Leu His Arg Cys Kis Val Ala Ala Pro Arg Pro His His 

35 40 45 

Phe Ala Phe Phe Arg Asn Pro Phe Ser Trp Ser Phe lie Lys Leu Leu 

50 55 60 



Tyr Arg Tyr Leu Xaa 
60 65 
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(2) INFORMATION FOR SEQ ID NO: 425: 

(i) SEQUENCE CILARACTErJISTICS : 

(A) LENGTH: 92. amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 425: 

Met Gly Leu Lys Leu Asn Gly Arc Tyr lie Ser Leu lie Leu Ala Vai 
1 5 10 15 

Gin lie Ala Tyr Leu Val Gin. Ala Vai Arg Ala Ala Gly Lys Cvs Asp 
20 25 30 

.Ala Val ?he Lys Gly ?he Ser As? Cys Leu Leu Lys Leu Gly Asp Thr 
35 40 45 

Trp Pro Thr Thr Arg Ser Leu Gly Arg Gin Asp Glu His Gin As D Arc 
SO 5 5 60 

Val His lie Leu Gly Gly Phe Pro Gin Leu His Gly His Ser Pro Tvr 
65 70 75 SO 

Gly Leu Pro Gly Arg Gly Glu Arg Tyr Val Gly Xaa 
85 ' SO 



(2) INFORMATION FOR SEQ ID NO: 425:. 

( i ) SEQUENCE CHARACTERISTICS : 

(A) .LENGTH : 3 SO amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE' DESCRIPTION: SEQ ID NO: 42 6: 

Met Ala Arg Arg Ser Ala Phe Pro Ala- Ala Ala Leu Tro Leu Trp Ser 
1 5 10 15 

lie Leu Leu Cys Leu Leu Ala Leu Arg Ala Glu Ala Gly Pro Pro Gin 
20 .25 30 • 

Glu Glu Ser Leu Tyr Leu Trp He Asp Ala His Gin Ala Arg Val Leu 
35 40 45 

He Gly Phe Glu Glu Asp He Leu He Val Ser Glu Glv Lvs Mec Ala 
50 55 60 

Pro Phe Thr His Asp Phe Arg Lys Ala Gin Gin Arg Mec ?ro Ala He 
65 70 75 30 

Pro Val Asn He His Ser Mec Asn Phe Thr Trp Gin Ala Ala Gly Gin 
: 85 90 95 

Ala Glu Tyr Phe Tyr Glu Phe Leu Ser Leu Arg Ser Leu Asp Lys Gly. 
100 105 HO 
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lie M g r- Ala Asp Pro Thr Val Asn Val Pro Leu Leu Gly Thr Val Pro 
115 120 125 

His Lys Ala Ser Val Val Gin Val Gly ?he Pro Cys Leu Gly Lys Gin 
130 135 - 140 

Asp Gly Val Ala Ala Phe Glu Val Asp Val lie Val Met Asn Ser Glu 
m 150 155 ISO 

Gly Asn Thr lie Leu Gin Thr Pro Gin Asn Ala lie Phe Phe Lys' Thr 
165 170 175 

Cys Gin Gin Ala Glu Cys Pro Gly Gly Cys Arc Asn Gly Gly Phe Cys 
130 135 * 190 

Asn Glu Arg Arg He Cys Glu Cys Pro Asp Gly Phe His Glv Pro His 
195 200 205 

Cys Glu Lys^ Ala Leu Cys Thr Pro' Arg Cys Met Asn Gly Gly Leu Cys 
210 215 220 

Val Thr Pro Gly Phe Cys lie Cys Pro Pro Gly Phe TVr Gly Val Asn 
2^5 230 235 " " 240 

Cys Asp Lys Ala Asn Cys Ser Thr Thr Cys Phe Asn Gly Gly Thr Cys 
245 , 250 " 255 

Phe Tyr Pro Gly Lys Cys lie Xaa Pro Pro Gly Leu Glu Gly Glu Gin 
260 265 270 

Cys Glu lie Ser Lys Cys Pro Gin Pro Cys Arg Asn Gly, Gly Lys Cys 
275 280 285 

lie Gly Lys Ser Lys Cys Lys Xaa Ser Lys Gly Tyr 'Gin Gly Asp Leu 
290 295 * '300 

Cys Ser Lys Pro Val Cys Glu Pro Giy Cys Gly Ala His Glv Thr Cvs 
305 310 ' 315 ." 320 

His Glu Pro Asn .Lys Cys Gin Cys Gin Glu Giy Trp His Gly Arg His 
325 330 335 

Cys Asn Lys Arg Tyr Glu Ala Ser Leu lie His Ala Leu Arg Pro Ala 
340 " 345 350 

Gly Ala Gin Leu Arg Gin His Thr Pro Ser Leu Lys Lys Aia Giu Glu 
355 360 3*65 

Arg Arg Asp Pro Pro Giu Ser Asn Tyr lie Trp Xaa 
370 375 330 



(2) INFORMATION FOR SEQ ID NO: 427; 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 24 amino acids 
(3) TVPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 427: 
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Mec Thr Ser Asn Leu Leu Leu Leu Thr leu Leu Leu Lys Asp Thr Leu 
I 5 10 15 

Mae Leu Ala Lys Xaa Asn Xaa Xaa 
20 



(2) INFORMATION FOR SEQ ID MO : 423: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 47 amino acids 

(5) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ZD NC : 42 3: 

Met Arg His His Thr Gin Leu Asn Phe lie Phe Leu Vai Giu Mec Val 
1 5 10 15 

Phe Leu His Val Giy Gin Ala Giy Leu Lys Leu Pro Thr Ser Gly Asp 
20 25 30 

Xaa Ala Cys Phe Gly Leu Pro Lys Vai Leu Gly Leu Gin Ala Xaa 
35 40 45 



(2) INFORMATION FOR SEQ ID MO : 429: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCZ DESCRIPTION: SEQ ZD NO: 429: 

Mec Cys Ser Asp Xaa 
1 5 



(2) INFORMATION FOR SEQ ID* NO : 430: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 144 amino acids 

(B) TYPE : amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ED NO: 430: 

Leu Leu Ser He Leu Leu Cys Leu Leu Ala Ser Giy Leu Vai Val Phe 
15 10 15 

Phe" Leu ?he- Pro His Ser Val Leu Val Asp Asp Asp Giy lie Lys Val 
20 25 30 

Val Lys Val Thr Phe Asn Lys Gin Asp Ser Leu Vai He Leu Thr He 
35 40 45 

Mec Ala Thr Leu Lys He Arg Asn Ser Asn Phe Tyr Thr Val Ala Val 
50' 55 50 
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Thr Ser Leu Ser Ser Gin lis Gin Tyr Met Asn Thr Val Val Asn ?he 
•55 70 75 30 

Thr Giy Lys Ala Giu Mec Gly Gly Pro Fhe Ser Tyr Val Tyr Phe Phe 
85 90 95 

Cys Thr Val Pro Giu lie Leu Val His Asn lie Val lie Phe Met Arg 
100 105 110 

Thr Ser Val Lys lie Ser Tyr lie Gly Leu' Mec Thr Gin Ser Ser Leu 
115 120 125 

Giu Thr His His Tyr Val Asp Cys Gly Giy Asn Ser Thr Ala lie Xaa 
130 • - 135 -• 140 



(2) INFORMATION FOR S£Q ID NO: 431: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(3) TYPE: -amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 431: 

Mec Phe Phe Phe Leu Tyr Val Tyr -Ser Val Leu Cys Giy Leu Leu Val 
1 5 ' " 10 ,15 

Tyr Pro Ser Leu Pro Ser His Ser Val" Ser Leu Val Thr Ser Leu Val 
20 25 30 

Ala Ser Ala Leu Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 422: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 432: 

Met Ala Ser lie Asn Ala Val Tyr He His Val Phe Leu Gly Val Cys 
1 5 10 IS 

Val Gin Ala Thr Ala Ala Cys Pro Trp Cys Ser Gin Cys Arg Xaa Gly 
20 25 • 30 

Ser Val Pro Ser Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 433: 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 19 2 amino acids 

(3) TYPE: amino acid 

<D) TOPOLOGY : linear 
<:ci) SEQUENCE DESCRIPTION: SEQ ID NO: 42 3: 

Met Me- Ala Ala Met Val Leu Thr Ser Leu Ser Cys Ser Pro Val Val 
15 10 15 

Gin Ser Pro Pro Gly Thr Glu Ala Asn Phe Ser Aia Ser Arg Ala Ala 
20 "25 30 

Cys. Asp Pro Trp Lys Glu- Ser Gly Asp He Ser Asp Ser Gly Xaa Ser 
35 40 45 

Thr Thr Ser Gly His Trp Ser Gly Ser Ser Gly Val Ser -Thr Pro Ser 
50 55 50 

- Pro Pro His Pro Gin Aia Ser Pro Lys Tyr Leu Gly Asp Ala Phe Gly 
65 .70 ■ 75 80 

Ser Pro Gin Thr Asp His Gly Phe Glu Thr Asp Pro Asp Pro Phe Leu 
. 85 90 95 

Leu Asp Glu Pro Ala Pro Arg Lys Arg Lys Asn Ser Val Lys Val Met 
100 1'05 110 

Tyr Lys Cys Leu Trp Pro Asn Cys Gly Lys Val Leu Arg Ser He Val 
115 120 125 

Gly He Lys Arg His Val Lys Ala Leu His Leu Gly Asp Thr Val Asp 
130 135 140 

Ser Asp Gin Phe Lys Arg Glu Glu Asp Phe Tyr Tyr Thr Glu Val Gin 
145 150 155 150 

Leu Lys Glu Glu Ser Aia Ala Aia Ala Ala Ala Aia Ala Ala Asp Pro 
165 ' 170 175. - 

Gin Ser Leu Gly Leu Pro Pro Pro Ser Gin Leu Pro Pro Pro Aia Xaa 
130 135 190 



(2). INFORMATION FOR SEQ ID NO: 434: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 434: 

Met Ser Thr Asn Tyr Leu Thr Asp Val Cys Ser Leu Phe Ser Tyr Leu 
1 5 10 15 



Asn Tyr Leu Tyr Phe His His His Leu Pro Val Pro Asn Thr Xaa 
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20 



25 



30 



(2) INFORMATION FOR SEQ ID MO: 435: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 101 amino acids 

( = ) TYPE : amino acid 

(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID NO: 42 5: 

Mac GlyPhe Phe Phe Val Leu Phe Phe Leu Tyr Leu Ala Leu Ser Arg 
1 S 10 15 

Asp Trp Ser lie Asn Phe Leu Lys Asp His Arg lie Asn Phe Phe Vai . 
20 25 30 

Ala Thr Ser Tyr Phe Ser Val Tyr Val Arg Giy Xaa Pro Xaa Val Pro 
35 40 45 

Ala Asp Thr Pro Leu Gly Pro Leu Leu Ser Leu Trp Leu His His Asn 
50 55 60 

Ala Phe Phe Ser lie Leu Pro Lys Phe Pro Glu Asn Xaa Xaa Phe Leu 
65 70 - 75 80 

He Leu Lys Lys Leu Vai Val Glu Met Gly Trp Asp Leu Phe lie Ser 
85 90 95 

Pro Glu Asn Lys Xaa 
100 



(2) INFORMATION FOR SEQ ID NO: 436: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE : amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 435: 

/- 

Met Ala Arg Tyr Phe lie Phe Phe He Leu Val Phe Met Lys Val Ser 
1, 5 10 15 

Leu Asn Thr Thr Trp Pro Ala Pro Arg Pro Ala Thr Leu Arg Thr Ala 
20 25 30 

Asn Lys Ser Lys Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 437: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 
(3) TYPE: amino acid 
( D ) TOPOLOGY : 1 inear 
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(xi) SEQUENCE DESCRIPTION: SZQ ID NO: 437: 

Phe Ser Thr lie Arc Ser Gly Leu Thr Asp Arg Ser -Val Asn Phe Leu 
15 10 15 

Phe Lea Phe Leu Asp Val Pro Asp Cys Arg Leu Val Asn lie Glu Leu 
20 25 30 

Met Ale Asn Ser Thr Val Thr His Ala Xaa 
2 5 40 



(2) INFORMATION FOR SEQ ID NO : 438: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1 amino acids 
( E ) TYPE : amino ac id 
{ D ) TOPOLOGY : linear 

(XX ) SEQUENCE DESCRIPTION: SEQ ID NO: 43 S : 

Leu 
1 



(2) INFOPMAT I ON FOR SEQ ID NO: 43 9: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY :. linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 43 9: 



Mec Pro Trp Arg Arg Ala Gly Leu Mec Met Leu Pre lie lie Thr Gly 
1 5 10 15 

Cys Cys Pro Cys Ser Ala Ser lie Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 440: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 amino acids 

(3) TYPE: amino acid" 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 440: 

Mec Tyr Leu Cys Lys Thr Val Lys Val Leu lie Cys Tyr Asp Trp lie 
15 10 15 

Leu Gly Leu Val Ser Ser Gly Gin His Trp Val Val Ser Leu Ser Tyr 
20 25 30 

Ser He Arg Val Tyr Pro Ala Mec His Phe Thr Leu Cys Val His lie 
35 40 45 



Tyr Ser Lys Glu Pro Cys 
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50 



(2) INFORMATION FOR SZQ ID NO: 441: 

(11 SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 42 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 441: 

Met Thr Ala Leu Val Trp Arg" Lys- Gly Pro Asp Giy Gly Ser Arg Lys 
1 5 10 15 

Pro lie Leu Leu Leu Phe Phe Phe Leu Pro Leu lie Leu Cys Phe His 

.20 25 30 

Ser Phe He His Ser Ser Asn He Cys Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 442: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 442: 



Met Phe Leu Thr Thr Trp Phe Leu 

- 1 5 " 

Leu Thr Arg Ser Gly Arg Ser Cys 
20 

GIu Gin Ser Pro Arg Thr His Cys 
35 40 



Leu Leu Ser Val Ala Trp Xaa Ala 
10 15 

Leu Pro Leu Val Gly -Arg Pro Arg 
25 30 

Ala Ala Ser Ser Thr Lys Glu Arg 
45 



Asn Ser Asp Pro Gin Pro Ser Pro Pro Glu Val Val Gly Pro Leu Trp 
50 55 60 

Ser Xaa 
65 



(2) INFORMATION FOR SEQ ID NO: 443: 

(i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 156 amino acids • , 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 442: 

Mec Lys Ala He Gly He Glu Pro Ser Leu Ala Thr Tyr His His He 
1 ' 5 10 15 



He Arg Leu Phe Asp. Gin Pro Gly Asp Pro Leu Lys Arg Ser Ser Phe 
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20 25 ' 30 

lie lie TVr Asp lie Met Asn Glu Leu Met Gly Lys Arr ?he Ser Pro 
3 5 40 45 

Lys Asp Pro .^p Asp Asp Lys ?he ?he Gin Ser Ala Met Ser lie Cys 
50 55 50 

Ser Ser Leu Arg Asp Leu Glu Leu Ala Tyr Gin Val His Gly Leu Leu 
65 70 75 30 

Lys Thr Gly Asp Asn Trp Lys ?he lie Gly Pro Asp Gin His Arg Asn 
35 90 95 

Phe Tyr Tyr Ser Lys ?he Phe -Asp Leu lie Cys Leu, Met. Glu Gin lie 
100 105 110 

Asp Val Thr Leu Lys Trp Tyr Glu Asp Leu lie Pro Ser Ala Tyr Phe 
115 120 125 

Pro His Ser Gin Thr Met He His Leu Leu Gin Ala Leu Asp Val Ala 
130 135 140 

Asn Arg Leu Glu Val lie Pro Lys He Trp Glu Arg 
145 150 155 



■(2) INFORMATION FOR SEQ ID NO; 444: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 amino acids 

(3) TYPE: amino acid 
> (D) TOPOLOGY: linear * 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 444: 

Met His Phe Leu" Phe Arg Phe He Val Phe Phe Tyr Leu Trp Gly Leu 
1 5 . 10 15 

Phe Thr Ala Gin Arg Gin Lys Lys Glu Glu Ser Thr Glu Glu Val Lys 
20 25 30 

He Glu Val Leu His Arg Pro Glu Asn Cys Ser* Lys Thr Ser Lys Lys 
35 40 45 

Gly asp Leu Leu Lys Cys Pro Leu Xaa 
50 55 



(2) INFORMATION FOR SEQ ID NO: 445: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 416 amino acids 
(5) TYPE: amino acid 
'■(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 445: 



Met Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser Pro 
1 5 10 15 



WO 98/54963 



PCT/US98/114 



583 



Vai His Thr Thr Leu Ser Lys Ser Asp Ala Lys Lys Ala Ala Ser Lys 
20 . 25 30 

Thr Leu Leu Glu Lys Ser Gin ?he Ser Asp Lys Pro Vai Gin Asp Arg 
25 40 45 

Giy Leu Val Vai Thr Asp Leu Lys Ala Glu Ser Val Vai Leu Giu His 
50 55 - 60 

Arg Ser Tyr.Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp 
65 70 75 80 

Vai Leu Giy Tyr Val Thr Pro Trp Asn Ser His Gly Tyr Asp Vai Thr 

8b -• 90 OZ 

Lys Vai Phe Gly Ser Lys Phe Thr Gin lie Ser Pro Vai Trp Leu Gin 
•100 105 110 

. Leu Lys Arg Arg Gly Arg Giu Met Phe Giu Val Thr Gly Leu His Asp 
115 120 125 

Val Asp Gin Giy Trp Met Arg Ala Val Arg Lys His Ala Lys Giy Leu 
130 135 140 

His lie Val Pro Arg Leu Leu Phe Giu A.sp Trp Thr Tyr As? Asp Phe 
145 150 155 160 

Arg Asn Vai Leu Asp Ser Glu Asp Glu lie Giu Glu Leu Ser Lys Thr 
165 ' 170 175 

Vai Val Gin Val Ala Lys Asn Gin His Phe Asp Gly Phe' Val Val Giu 
130 135 190 

Val Trp Asn Gin Leu Leu Ser Gin Lys Arg Val Gly Leu He His Mec 
195 200 205 

Leu Thr His Leu Ala Glu Ala Leu His Gin Ala Arg Leu Leu Ala Leu 
210 215 220 

Leu Val lie Pro Pro Ala lie Thr Pro Gly Thr Asp Gin Leu Gly Met 
225 230 " 235 240 

Phe Thr His Lys Glu Phe Giu Gin Leu Ala Pro Val Leu Asp Gly Phe 
245 250 255 

Ser Leu Met Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro Giy Pro Asn 
260 265 270 

Ala Pro Leu Ser Trp Vai Arg Ala Cys Vai Gin Val Leu Asp Pro Lys 
275 230 285 

Ser Lys Trp Arg Ser Lys He Leu Leu Gly Leu Asn Phe Tyr Giy Met 
290 295 300 

Asp Tyr AJia Thr Ser. Lys Asp Ala Arg Giu Pro Vai Val Giy Ala Arg 
305 310 315 320 

Tyr lie Gin Thr Leu Lys Asp His Arg. Pro Arg Met Val Trp Asp Ser 
325 330 335 
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Gin Xaa Ser Glu His Phs Phe Glu Tyr Lys Lys Ser Arg Ser Giy Arg 
340 345 350 

His Vai Va-I ?he Tyr Pro Thr Leu Lys Ser Leu Gin Val Arg Leu Glu 
355 360 365 

Leu Ala Arg Glu Leu Giy Val Gly Val Ser lie Trp Glu Leu Ala Arg 
370 375 3S0 

Ala Trp Thr Thr Ser Thr Thr Cys Ser Arg Trp Ala Leu Arg Pro Pro 
385 , 390 395 400 

Arc Trp Thr Cys Ser ?he Leu Ser His Gly Val Ser Glu Gin Val Xaa 
405 410 415 



(2) INFORMATION FOR SEQ ID NO: 445: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 amino acids 

(B) TYPE: amino acid • 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 446: 

Met Ala Pro Giy Pro 'Leu Ser Ala Thr Gin Ala Val Vai He His Thr 
1 5 10 15 

Thr His Cys Leu Gin Leu Pro Val Trp Cys Leu Ser Leu Val Ser Glu 
20 25 30 

Leu Leu Gly Arg Ala Pro Pro His Asn Lys Asp Ala Leu Arg Pro Ser 
35 - 40 45 

Lys Lys Lys Lys Lys Lys Leu Xaa Gly Giy Pro Val -Pro He Pro' Pro 
50 55" 60 



(2) INFORMATION FOR SEQ ID NO: 447: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 206 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 447: 

Mec Leu Gly Ala Lys Pro His Trp Leu Pro Giy Pro Leu His Ser Pro 
1-5 10 15 



Gly Leu Pro Leu Val Leu Val Leu Leu Ala Leu Gly Ala Gly Trp Ala 
20 25 30 
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Gin Giu Gly Ser Glu Pro Vai Leu Leu GIu Giy Giu Cys. Leu Vai Val 
35 40 45 ' 

Cys Giu Pro Giy Arg Ala Ala Aia Giy Giy Pro Gly Gly Ala Aia Leu 
5 50 55 "50 

Giy Giu Aia .Pro Pro Giy Arg Vai Ala Phe Aia Ala Vai Arg Ser Xaa 
65 "70 75 30 

10 His His Glu Pro Aia Gly Giu Thr Gly Asn Gly Thr Xaa Gly Ala lie 
8S 90 95 

Tyr Phe Asp Gin Val Leu Vai Asn Giu Giy Giy Giy Phe Asp Arg Aia 
100 105 110 

Ser Giy Ser Phe Vai Ala Pro Val Arg -Gly Val Tyr Ser Phe Arg Phe 
US 120 125 



15 



His Vai Vai Lys Val Tyr Asn Arg Gin Thr Vai Gin Vai Ser Leu. Met 
20 130 " " 135 140 

Leu, Asn Thr Trp Pro Val lie Ser Ala Phe Aia Asn Asp Pro Asp Val 
145 150 155 160 

25 Thr Arg Giu Ala Aia Thr Ser Ser Val Leu Leu Pro Leu Asp Pro Gly 
.165 j 170 175 



30 



35 



Asp Arg Val Ser Leu Arg Leu Arg Arg Gly Asn Leu Leu Gly Gly Trp 
130 185 190 

Lys Tyr Ser Ser Phe Ser Gly Phe Leu lie Phe Pro Leu Xaa 
195 200 . 205 



(2) INFORMATION FOR SEQ ID NO: 443: 



(i) SEQUENCE CHARACTERISTICS: 

(A.) LENGTH: 52 amino acids 
40 (3) TYPE; amino acid 

■(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 448:' 

Men Ser Ser Leu Leu Ser Ala Gly Leu Gin Aia Ser Leu Cys Giy Lys 
45 i 5 10 -15 

Xaa Leu Trp Ala Ser Thr Trp Tyr Leu Val Cys Cys Leu Leu Pro Phe 
20 25 30 

50 Phe His Gin Gly Cys Cys Asp His Lys Ser Lys Gin Gin Tyr lie Pro 
35 40 45 



Asn Leu Lys Ser Tyr Cys Gly Leu Ser Thr lie Glu lie Xaa 
50 55 60 



03 



(2) INFORMATION FOR SEQ ID NO: 449: 
60 (i) SEQUENCE CHARACTERISTICS : 
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(A) L£NGTH: 315 amino acids 
(3) TYPE: amino acid 
(D) TOPOLCGY: linear 
(xi) SEQUENCE DESCRIPTION : SSQ ID NO: 449: 

Mec Ser Thr Lys Lys Leu Cys lie Val Giy Gly lie Leu Leu Val Phe 
1 5 10 15 



Gin lie lie Ala Phe Leu Val Giy Gly Leu lie Ala Pro Giy Pro Thr 
20 25 30 

Thr Ala Val Ser Tyr Mec Ser Vai Lys Cys Val Asp Ala Arg Lys Asn 
35 40 45 

His His Lys Thr Lys Trp. Phe Val Pro Trp Gly Pro Asn His Cys Asp 
50 55 ' 60 

Lys He Arg Asp He Glu GIu Ala lie Pro Arg GIu He Glu Ala Asn 
55 70 75 80 . 

Asp He Val Phe Ser Val .His He Pro Leu Pro His Mec Giu Mec Ser 
85 90 95 

•Pro Trp Phe Gin Phe Mec Xaa Phe lie Leu Gin Leu Asp He Ala Phe 
100 105 110 

Lys Leu Asn Asn Gin He Arg Glu Asn Ala Glu Val Ser Mec Asp Val 
115 '120 125 

Ser Leu Ala Tyr Arg Asp Asp Ala Phe Ala Glu Trp Thr Glu Mec Ala 
130 135 140 

His Glu Arg Val Pro Arg Lys Leu Lys Cys Thr Phe Thr Ser Pro Lys 
145 150 155 160 

Thr Pro Glu His Gly Gly Pro Val Thr Mec Asn Vai Met Ser Phe Leu 
155 170 175 

Ser Trp Lys Leu Gly Leu Trp Pro Met Lys Phe Tyr Leu Leu Asn He 
130 135 190 

Arg Leu Pro Val Asn GIu Lys Lys Lys He Asn Val Gly He Gly Glu 
195 200 205 

- He Lys Asp He Arg Leu Val Gly He Kis Gin Asn Gly Giy Phe Thr 
210 215 220 

Lys Val Trp Phe Ala Me c Lys Thr Phe Leu Thr Pro Ser lie Phe He 
225 230 235 240 

He Mec Val Trp Tyr Trp .Arg Arg He Thr Mec Mec Ser Arg Pro Pro 
245 250 255 



Val Leu Leu Glu Lys Val lie Phe Ala Leu Gly He Ser Mec Thr Phe 
250 255 270 

He Asn He Pro Val Glu Trp Phe Ser He Gly Phe Asp Trp Thr Trp 
275 280 285 

Mec Leu Leu Phe Gly Asp He Arg Gin Ala Ser Ser Mec Xaa Cys Phe 
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2S0 



295 



300 



Xaa Pro Ser Gly Ser Ser Ser Val Aia Ser Thr Xaa 
205 310 315 



(2) INFORMATION FOR SEQ ID NO: 450: 

(i) SEQUENCE C-iASACTEHISTICS : 

(A) -LENGTH: 24 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear . 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 450: 

Mec Leu Ala Leu Leu Gly Leu Leu Ala Gly Thr Glu His Pro Pro Gly 
1 5 10 15 

Pro Gin Gly Pro Gly Pro Ser Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 451: 

(1) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 10 amino acids 

(B) - TYPE: amino acid 
CD) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 451: 

Met Pro Ser Gly Ala Cys Cys Ser Pro Xaa 
15 10 



(2) INFORMATION FOR SEQ IQ, NO: 452 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:- 452: 

Met Leu Pro Aia Leu Ser Thr Val Leu Leu Pro Thr Pro Ser Leu Cys 
15 10 15 

Ser Gly Asn Pro Arg Glu Gly Trp Ala Xaa 



(2) INFORMATION FOR SEQ ID NO: 453: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 172 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 452: 



20 



25 
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Mec Tyr Ser Leu His Ser Trp Val Giy Leu He Aia vai He Cys Tyr 
I 5 10 15 

Leu Leu Gin Leu Leu Ser Gly ?he Ser Val ?he Leu Leu Pro Trp Ala 
20 25 30 

Pro Leu Ser Leu Arg Ala ?he Leu Mec Pro He His Vai Tyr Ser Giy 
• 35 40 45 

lie Vai lie Phe Giy Thr Val He Aia Thr Ala Leu Mec Gly Leu Thr 
50 55 60 

Giu Lys Leu He Phe Ser Leu Arg Asp Pro Ala. Tyr Ser Thr Phe Pro 
55 70 75 30 

Pro Giu Gly Val Phe Vai Asn Thr Leu Gly Leu Leu lie Leu Vai Phe 
85 90 95 

Giy Ala Leu He Phe Trp He Val Thr Arg Pro Gin Trp Lys Arg Pro 
100 105 110 

Lys Giu Pro Asn Ser Thr He Leu His Pro Asn Giy Gly Thr Giu Gin 
115 120 125 

Gly Ala Arc Giy Ser" Mec Pro Aia Tyr Ser Giy Asn Asn Mec Asp Lys 
130 135 140 

Ser Asp Ser Giu Leu Asn Xaa Giu Val Ala Ala Arg Lys Arg Asn Leu 
145 150 155 160 

Ala Leu Asp Giu Aia Gly Gin Arg Ser Thr Mec Xaa 
165 170 



(2) INFORMATION FOR SEQ ID NO: 454: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 96 amino acids 

(3) TYPE: amino acid 

ID) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 454: 

Mec Phe His Val Leu MeC Ala Gin Val Thr Xaa Vai lie He Thr Thr 
15 10 15 

Val Ser Val Leu Val Phe Asp Phe Arg Pro Ser Leu Giu Phe Phe Leu 
20 25 30 

Giu Ala Ser V ai Xaa Leu Ser He Phe lie Tyr Asn Aia Ser Lys 

35 40 .45 

Pro Gin Val Pro Giu Tyr Aia Pro Arg Gin Giu .Arg He Arg Asp Leu 
50 55 60 

Ser Gly Asn Leu Trp Giu Arg Ser Ser Gly Asp Gly Giu Giu Leu Giu 
55 70 75 30 

Arg Leu Thr Lys Pro Lys Ser Asp Giu Ser Asp Giu Asp Thr Phe Xaa 
35 90 95 
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(2) INFORMATION FOR SEQ ID NO: 455: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 171 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 455: 

Met Arg Gly Pro Ala Gin Ala.Lys Leu Leu fro Giy bar Ala lie Gin 
15 10 15 

Ala Leu Val Gly Leu Ala Arg Pro Leu Val Leu Ala Leu Leu Leu Val 
20 25 30 

Ser Ala Ala Leu Ser Ser Val Val Ser Arg Thr Asp Ser Pro Ser Pro 
35 40 45 

Thr Val Leu Asn Ser His lie Ser Thr Pro Asn Val Asn Ala Leu Thr 
50 55 '• 60 

His Glu Asn Gin Thr Lys Pro Ser ile Ser Gin He Ser Thr Thr Leu 
55 70 75 30 

Pro Fro Thr Thr Ser Thr Lys Lys Ser Giy Giy Ala Ser Val Val Pro 
85 "90 ( 95 

Kis Pro Ser Pro Thr Pro Leu Ser Gin Glu Glu Ala Asp Asn Asn Glu 
100 105 110 

Asp Pro Ser He Glu Glu Glu Asp Leu Leu Met Leu Asn Ser Ser Pro 
115 ^ . 120 125 

Ser Thr Ala Lys Asp Thr Leu Asp Asn Giy Asp Tyr Giy Glu Pro Asp 
130 135 140 

Tyr Asp Trp Thr Thr Giy Pro Arg Asp Asp Asp Glu Ser Asp Xaa His 
145 150 155 150 

Leu Gly Arg Lys Gin Gly Leu His Gly Asn Xaa 
165 170 



(2) INFORMATION FOR SEQ ID NO: 456: 

Ci) SEQUENCE 'CHARACTERISTICS : 

(A) LENGTH: 92 amino acids 
(E) TYPE: amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 455: 



Me~ Lys Ala Ser Gin Cys Cys Cys Cys Leu Ser Kis Leu Leu Ala Ser. 
1 5 10 15 
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Vai Leu Leu Leu Leu Leu Leu Pro Glu Leu Ser Giy 2Caa Leu Xaa Vai 
20 25 30 

Leu Leu Gin Ala Ala Glu Ala Ala Pro Giy Xaa Giy Pro Pro As? Pro 
35 40 45 

Arg Pro Giy His Tyr Arg Arg Cys His Arg Ala Leu Thr Pro Ala Gin 
50 55 . 60 

Gin Pro Giy Arg Giy Leu Ala Glu Ala Ala Giy Ala Ala Giy Leu Arg 
65 70 75 80 

Giy Arc Gin Trp Gin Gin Pro Cys Giy Arg Aia Xaa 
35 90 



(2) INFORMATION FOR SEQ ID NO: 457: 

(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 206 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: . SEQ ID NO: 457: 

lie Ser Vai Leu Xaa Tyr Pro Kis Cys Vai Vai His Glu Leu Pro Glu 
1 5 - ■ 10 15 

Leu Thr Ala Glu Ser Leu Glu Ala Giy Asp Ser Asn Gin Phe Cys Trp 
20 25 30 

Arg Asn Leu Phe Ser Cys lie Asn Leu Leu Arg lie Leu Asn Lys Leu 
35 .40 45' 

Thr Lys Trp Lys Kis Ser Arg Thr Met Met Leu Vai Vai Phe Lys Ser 
50 55 60 

Aia Pro lie Leu Lys Arg Ala Leu Lys Vai Lys- Gin Ala Met: Met Gin 
65 70 - 75 - • 30 

Leu Tyr Vai Leu Lys Leu Leu Lys Vai Gin Thr Lys Tyr Leu Giy Arg 
85 90 95 

Gin Trp Arg Lys Ser Asn Met Lys Thr Met Ser Ala He Tyr .Gin Lys 
100 105 110 

Vai Arg His Arg Leu Asn Asp Asp Trp Ala Tyr Giy Asn Asp Leu Asp 
115 120 125 

Aia Arg Pro Trp Asp Phe Gin' Ala Glu Glu Cys Aia Leu Arg Ala Asn 
130 135 140 

lie Glu Arg Phe Asn Aia Arg Arg Tyr Asp ■ Arg Aia His Ser Asn Pro 
145 150 155 160 

Asp Phe Leu Pro Vai Asp Asn Cys Leu Gin Ser Vai Leu Giy Gin Arg 
165 170 175 

Vai Asp Leu Pro Glu Asp Phe Gin Met Asn Tyr Asp Leu Trp Leu Glu 
130 135 190 
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Arg Glu Val Phe 5er Lys Pro lie Ser Trp Glu Glu Leu' Leu 
195 200 205 



(2) INFORMATION FOR SEQ ID NO: 458: 

(i) SEQUENCE GiARA.CTEr.I3T ICS : 

(A) LENGTH : 317 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45S : 

Mec Ala Pro Pro Ala Pro Giy fro Ala .5<=r Giy Gly 3~r Gly Glu Val 
15 10 15 

Asp Glu Leu Phe Asp Val Lys Asn Ala Phe Tyr He Gly Ser Tyr Gin 
20 25 20 

Gin Cys He Asn Glu Ala Xaa Xaa Val -Lys Leu Ser Ser Pro Glu Arg 
35 40 45 

Asp Val Glu Arg Asp Val Phe Leu Tyr Arg Ala Tyr Leu Ala Gin Arg 
SO 55 60 

Lys Phe Gly Val Val Leu As? Glu He Lys Pro Ser Ser Ala Pro.- Glu 
55 70 75 30 

Leu Gin Ala Val Arg Mec Phe Ala Asp Tyr Leu Ala His Glu Ser Arg 
85 90 95 « 

Arg Asp Ser He Val Ala Glu Leu Asp Arg Glu Men Ser Arg Ser Xaa 
100 105 110 

Asp Val Thr Asn Thr Thr Phe Leu Leu Met Ala Ala Ser lie Tyr Leu 
115 . 120 125 

Kis A.sp Gin Asn Pro Asp Ala Ala Leu Arg Ala Leu His Gin Gly Asp 
130 135 140 

Ser Leu Glu Cys Thr Ala Mec Thr Val Gin He Leu Leu Lys Leu Asp 
145 150 155 160 

Arg Leu Asp Leu Ala Arg Lys Glu Leu Lys Arg Mec Gin Asp Leu Asp 
155 170 , 175 

Glu Asp Ala Thr Leu Thr Gin Leu Ala Thr Ala Trp Val Ser Leu Ala 
ISO 185 190 

Thr Giy Gly Glu Lys Leu Gin Asp Ala Tyr Tyr He Phe Gin Glu Mec 
195 200 205 

Ala Asp Lys Cys Ser Pro Thr Leu -Leu Leu Leu Asn Gly Gin Ala Ala 
210 215 220 

Cys His MeC Ala Gin Giy Arg Trp Glu Ala Ala Glu Gly Leu Leu Gin 
225 230 235 240. 



Glu Ala Leu Asp Lys Asp Ser Gly Tyr Pro Glu Thr Leu Val Asn Leu 
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245 250 255 

lie Val Leu Ser Gin His Leu Gly Lys Pro Pro Giu Val Thr Asn Arg 
260 255 270 

Tyr Leu Ser Gin Leu Lys Asp Ala His Arg Ser His Pro Phe lie Lys 
275 230 " 2S5 

Giu Tyr Gin Ala Lys Giu Asn Asp Phe As? Arg Leu Val Leu Gin Tyr 
290 295 300 

Ala Pro Ser Aia Giu Ala Gly Pro Giu Leu Ser Gly Pro 
305 310 315 



(2) INFORMATION FOR SEQ ID NO:' 459: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 251 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE "DESCRIPTION: SEQ ID NO: 459: 

Arg Asp Val Giu Arg Asp Val Phe Leu Tyr Arg Ala Tyr Leu Ala Gin 
1 k 5 .10 15 

Arg Lys Phe Gly Val Val Leu Asp Giu lie Lys Pro Ser Ser Aia Pro 
20- 25 30 

Giu Leu Gin Ala Val Arg Met Phe Ala Asp Tyr Leu Ala His Giu Ser 
35 40 45. 

Arg Arg Asp Ser lie Val Ala Giu Leu Asp Arg Giu Met Ser Arg Ser 
50 55 60 

Xaa Asp Val Thr Asn Thr TKr Phe Leu Leu Mec Ala Ale Ser lie Tyr 
65 70 " 75 80 

Leu His Asp Gin Asn Pro Asp Ala Ala Leu Arg Ala Leu His Gin Gly 
35 90 95 

Asp Ser Leu Giu Cys Thr Ala Mec Thr Val Gin lie Leu Leu Lys Leu 
100 105 110 . 

Asp Arg Leu Asp Leu Aia Arg Lys Giu Leu Lys Arg Mec Gin Asp Leu 
US 120 125 

Asp Giu Asp Aia Thr Leu Thr Gin Leu Ala Thr Ala Trp Val Ser Leu 
130 135 140 

Ala Thr Gly Gly Giu Lys Leu. Gin Asp Ala Tyr Tyr lie Phe Gin Giu 
145 150 - 155 150 

Mec Ala Asp Lys Cys Ser Pro Thr Leu Leu Leu Leu Asn Gly Gin Ala 
. 155 170 175 



Aia Cys His Mec Aia Gin Gly Arg Trp Giu Ala Aia Giu Gly Leu Leu. 
180 185 190 



J 
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Gin GIu Ala Leu Asp Lys Asp Ser Gly Tyr Pro Giu Tnr Leu Val Asn 
195 200 205 

Leu lie Val Leu Ser Gin r.is Leu Gly Lys Pro Pro Giu Val Thr Asn 
5 210 215 220 

Arg Tyr Leu Ser Gin Leu Lys Asp Ala His Arg Ser His Pro Phe lie 
225 230 235 240 

10 Lvs Giu TvrGln Ala Lys Giu Asn Asp Phe Asp Arg Leu Val Leu Gin 
245 " 250 255 

Tyr Ala Pro Ser Ala 

260 . . 



(2) INFORMATION FOR SEQ ID MO: 460: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 156 amino acids 

(B) TYPE: amino acid' 
<D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 460: 



25 



Met Lys Ala He Gly He Giu Pro Sex Leu Ala Thr Tyr His His He 
1 5 10 15 



He Arg Leu Phe Asp Gin Pro Gly Asp Pro Leu Lys Arg Ser Ser Phe 
30 20 .25 30 

He He Tyr Asp lie Met Asn Giu Leu Met Gly Lys Arg Phe Ser Pro 
35 40 45 

35 Lys Asp Pro Asp Asp Asp Lys Phe Phe Gin Ser Ala Met Ser He Cys 
50 55 60 



40 



Ser Ser Leu Arg Asp Leu Giu Leu Ala Tyr Gin Val His Gly Leu Leu 
65 70 75 30 

Lys Thr Gly Asp Asn Trp Lys Phe He Gly Pro Asp Gin His Arg Asn 
85 90 95 



Phe Tyr Tyr Ser Lys Phe Phe Asp Leu He Cys Leu Mec Giu Gin He 

45 ioo 105 no 

Asp Val Thr Leu Lys Trp Tyr Giu Asp Leu lie Pro Ser Ala Tyr Phe 
115 120 125 

50 Pro His Ser Gin Thr Met He His Leu Leu Gin Ala Leu Asp Val Ala 
130 135 140 



55 



Asn Arg Leu Giu Val He Pro Lys He" Trp Giu Arg 
145 150 155 



(2) INFORMATION FOR SEQ ID NO: 461: 
60 (i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 17 5 amino acids 
(E) TYPE: amino acid 
(D) TOPOLOGY : linear 
(xi) SziQUEMCZ DESCRIPTION: SEQ ID NO: 45 i: 

Lys Asp Ser Lys Glu Tyr Giy His Thr ?he Arg Ser Asp Leu Arg Glu 
" I 5 10 15 

Glu lie Leu Met Leu Mec Ala Arg Asp Lys His Pro Pro Glu Leu Gin 
20 25 30 

-Val Ala Phe Ala Asp Cys Ala Ala Asp lie Lys Ser Ala Tyr Glu Ser 
35 40 45 - 

Gin Pro lie Arg Gin Thr Ala. Gin Asp Trp Pro Ala Thr Ser Leu Asn 
50 55' 60 . 

Cys lie Ala He Leu Phe Leu Arg Ala Gly Arg Thr Gin Glu Ala Trp 
£5 70 75 30 

Lys Met Leu Gly Leu Phe Arg Lys His Asn Lys lie Pro Arg Ser Glu 
85 90 55 

Leu Leu Asn Glu Leu Met Asp Ser Ala Lys Val Ser Asn Ser Pro Ser 
100 1Q5 HO 

Gin Ala He Glu Val Val Glu Leu Ala Ser Ala Phe Ser Leu Pro He 
115 120 125 

Cys Glu Gly Leu Thr Gin Arg Val Met: Ser Asp Phe Ala He Asn Gin 
130 135 140 - " 

Glu Gin Lys Glu Ala Leu Ser Asn Leu Thr Ala Leu Thr' Ser Asp Ser 
145 ' 150 155 150 

Asp Thr Aso Ser Ser Ser Asp Ser Asp Ser Asp Thr Ser Glu Gly Lys 
165 170 175 



(2)" INFORMATION FOR SEQ ID MO: 462: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3 24 amino acids 
• ■- - {3) TYPE: amino acid 

<D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 462.: 

Met Ser Ser Asp Asn Glu Ser Asp He Glu Asp Glu Asp Leu Lys Leu • 
1 ~ 5 10 15 



Glu Leu Arg Arg Leu Arg Asp Lys His Leu Lys Glu He Gin Asp Leu 
20 ~ , 25 30 

Gin Ser Arg Gin Lys His Glu lie Glu Ser Leu Tyr Thr Lys Leu Gly. 
35 40 45 
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Lys Val Pro Pre Ala Val lie lie Pro Pro Ala Ala Pro Leu Ser Gly 
50 55 60 

Arg Arg Arg Arg - Pro Thr Lys Ser Lys Gly Ser Lys Ser Ser Arg Ser 
5 65 70 "5 80 

Ser Ser -Leu Giy Asn Lys Ser Pro Gin Leu Ser Giy Asn Leu Ser Giy 
85 90 95 

10 Gin Ser Ala Ala Ser Val Leu His Pro Gin Gin Thr Leu His Pro Pro 
100 105 110 

Giy Asn lie Pro Giu Ser Giy Gin Asn Gin Leu Leu Gin Pro Leu Lys 
115 ' 120 125 

Pro Ser Pro ' Ser Ser Asp Asn Leu Tyr Ser Ala Phe Thr Ser Asp Gly 
130 135 140 



Ala lie Ser Val Pro Ser Leu Ser Ala Pro Gly Gin Gly Thr Ser Ser 
20 145 150 155 160 

Thr Asn Thr Val Giy Ala Thr Val Asn Ser Gin Ala Ala Gin Ala Gin 
165 170 175 

25 ' Pro Pro Ala Mec Thr Ser Ser Arg Lys Gly Thr Phe Thr Asp Asp Leu 
130 ' . 1&5 190 



30 



His Lys Leu Val Asp Asn Trp Ala Arg As? Ala Mec . Asn Leu Ser Giy 
195 200 205 

Arg Arg Giy Ser Lys Giy Kis Met Asn Tyr Giu Gly Pro Qly Mec Ala 
210 215 220 



Arg Lys Phe Ser Ala Pro Giy Gin Leu Cys lie Ser Mec Thr Ser Asn 
35 225 230 235 240 

Leu Gly Giy Ser Ala Pro He Ser Ala Ala Ser Ala Thr Ser Leu Giy ' 
245 250 255 

40 Kis Phe Thr Lys Ser Mec Cys Pro Pro Gin Gin Tyr Gly Phe Pro Ala 
260 255 270 

Thr Pro Phe Gly Ala Gin Trp Ser Gly Thr Gly Giy Pro Ala Pro Gin 
275 280 ' 285 " 

45 

Pro Leu Giy Gin Phe Gin Pro Vai Giy Thr Ala Ser Leu Gin Asn Phe 
290 295 300 

Asn lie Ser Asn Leu Gin Lys Ser He Ser Asn Pro Pro Gly Ser Asn 
50 305 310 315 320 

Leu Arg Thr Thr 



(2) INFORMATION FOR SEQ ID NO: 463 : 

' (i) SEQUENCE C-£A?ACTES.ISTIC5 : 
60 (A) LENGTH: 133 amino acids 
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(5) TYPE: amino acid 
(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 453: 

lie Gin Asp Leu Gin Ser Arg Gin Lys His Glu lie Glu Ser Leu Tvr 
I 5 . 10 15 

Thr Lys Leu Gly Lys Val Pro Pro Ala Val lie lie Pro Pro Ala Ala 
20 '25 30 

Pro Leu Ser Gly Arg Arg Arg Arg Pro Thr Lys Ser Lys Gly Ser Lys 
3 5 40 ' 45 

Ser Ser Arc Ser Ser Ser Leu Gly Asn Lys Ser Pro Gin Leu Ser Giy 
50 55 60 

Asn Leu Ser Gly Gin Ser Ala Ala Ser Val Leu His Pro Gin Gin Thr 
65 .70 75 ~ 80. 

Leu His 'Pro Pro Gly Asn lie Pro Glu Ser Gly Gin Asn Gin Leu Leu 
35 90 95 

Gin Pro Leu Lys Pro Ser Pro Ser Ser Asp Asn Leu Tyr Ser Ala Phe 
100 105 ' 110 

Thr Ser Asp Gly Ala lie- Ser Val Pro Ser Leu Ser Ala Pro Gly Gin 
115 120 '■' 125 

Gly Thr Ser Ser Thr 
130 



(2) INFORMATION FOR SEQ ID NO : 464: 

(i). SEQUENCE CHARACTERISTICS : 

(A) LENGTH : ^ 5 3 amino acids 

{B> TYPE: amino acid 

(D) TOPOLOGY: linear, 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 464: 

Thr Ser Asp Gly Ala He Ser Val Pro Ser Leu Ser Ala Pro Gly Gin 
1 5 10 15 

Giy Thr Ser Ser Thr Asn Thr Val Gly Ala Thr Val Asn Ser Gin Ala 
20 25 30 

Ala Gin Ala Gin Pro Pro Ala Met: Thr Ser Ser Arg Lys Gly Thr Phe 
3 5 40 45 

Thr Asp Asp Leu His 
50 



(2) INFORMATION FOR SEQ ID NO: 465: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 
(3) TYPE : amino acid 
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(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 465: 

Lys Gly His Met Asn Tyr Giu Gly Pro Gly Mec Ala Arg Lys Phe Ser 
"l 5 10 " 15 ( 

Aia Pro Gly Gin Leu Cys lie Ser Met Thr Ser Asn Leu Gly Gly Ser 
20 25 30- 

Ala Pro lie Ser Aia Ala Ser Ala Thr Ser Leu Gly His Phe Thr Lys 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 466: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 466: 

Gin Pro Leu Lys Pro Ser Pro Ser Ser Asp Asn Leu Tyr Ser Ala Phe 
I "5 ' 10 15 

Thr Ser Asp Gly Ala lie Ser Val Pro Ser Leu Ser Ala Pro Gly 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 467: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: .57 amino acids 

(E) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 457: 

Val Arg Val Ala Ala Ala Giu Ser Met Xaa Leu Leu Leu GIu Cys Ala 
1 5 10 ' 15 

Xaa Val Arg Gly Pro Giu Tyr Leu Thr Gin Met Trp His Phe Met Cys 
20 25 30 

Asp Ala Leu lie Lys Ala He Gly Thr Giu Pro Asp Ser Asp Val" Leu 
35 40 45 

Ser Giu He Met His Ser Phe Ala Lys 
50 55 



(2) INFORMATION FOR SEQ ID NO: 458: 

(i) SEQUENCE C-IARACTERISTICS : 

(A) LENGTH: 85 amino acids 
(3) TYPE: amino acid 
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(DJ TOPOLOGY : linear 
(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 453: 

Mec Glu lie Asn Asn Gin Asn Cys- Phe He Val He As? Leu Val Arg 
I 5 10 15 

Thr Val Mec Glu, Asn Gly Val Glu Gly Leu Leu lie Phe Gly Ala Phe 
20 '25 30 

Leu Pro Glu Ser Trp Leu He Gly Val Arg Cys Ser Ser Glu Pro Pro 
3 5 40 45 

Lys Ala Leu Leu Leu lie Leu Ala His Ser Gin Lys Arg Arg Leu Asp 
50 55 60 

Gly Trp Ser Phe He Arg His Leu Arg Val His Tyr Cys Val Ser Leu 
65 70 75 30 

'Thr He His Phe Ser 
35 



(2) INFORMATION FOR SEQ ID NO: 469: 

(i) SEQUENCE CHARACTERISTICS : 

(A.) LENGTH: 20 amino acids 

(5) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 46 9: 

Gln Asp Lys His Ala Glu Glu Val Arg Lys Asn Lys Glu Leu Lys Glu 
1 5- 10 15 

Glu Aia Ser Arg 
20 



(2) INFORMATION FOR SEQ ID NO: 470: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 92 amino acids 

(3) TYPE: amino acid 

(DO TOPOLOGY : linear 
(xi) 3ZQUz3SlCZ DESCRIPTION: SEQ ID NO: 470: 

Gin Gin Asp Leu Ser Pro Trp Ala Aia Pro Val Gly Cys Pro Leu Xaa 
1 5 10-15 

Xaa AJLa Ser Xaa Thr Cys His Xaa Leu Pro Leu Ser Gly Cys Leu Arg 
20 .25 30 

Arg Gin Ser Xaa Ser Leu Pro Val Val Ala Xaa Leu Cys Phe Trp Phe 
35 40 45 

Ser Cys Pro Leu Ala Ser Leu Phe Val Pro Gly Gin Pro Cys Val Thr 
50 55 50 

Cys Pro Phe Pro Ser Leu Pro Phe Gin Asp Lys His Ada Glu Glu Val 
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70 75 

Leu Lys Glu Glu Ala Ser Arg 
90 



30 



f.-j LZMGTK: 37 amino acids 
•B; TYPE : amino acid 
TOPOLOGY: linear 
:ci; cl;*JZ::CZ DESCRIPTION: SZQ ID NO: 47 1: 

?ro Ihr -_rr Cys Cys Thr Thr Gin Pro Cys Arg Ser Ser Ala Arg Arg 
- 5 10 15 

Pro Cys Cr? Val 'Pro Mec Val Pro Ser Pro Glu Gly Arg Glu Xaa Gin 
~: 25 30 



^2) ir:r.:-r:::: re?, seq id no: 472: 
•i) se;cz::ce characteristics: 

• A. J LEMGTK : 363 amino acids 
{ B) TYPE; amino acid 
(D) TOPOLOGY:" linear 
J xij S^-L~«C3 DESCRIPTION: SZQ ID NO: 472: 

11= o Lys Arg Ser Leu Asn Glu Asn Ser Ala Arg Ser Thr Ala Gly Cys 
: 5 10 15 

leu Pr: Val Pre Leu Phe Asn Gin Lys Lys Arg Asn Arg Gin Pro Leu 
23 25 30 

Thr 5er Asr. Pro Leu Lys Asp Asp Ser Gly lie Ser Thr Pro Ser Asp 
35 40 45 

Asr. Tyr Asp Phe Pro Pro Leu Pro Thr Asp Trp Ala Trp Glu Ala Val 
50 55 1 60 

Asr. Pro Glu Xaa Ala Pro Val Met Lys Thr Val Asp Thr Gly .Gin He 
= 5 70 75 30 

Pro His Ser Val Ser Arg Pro Leu Arg Ser Gin Asp Ser Val Phe Asn 
85 90 , 95 

Ser He Gin Ser Asn Thr Gly Arg Ser Gin Gly Gly Trp Ser Tyr Arg 
i:0 105 110 

Asp Gly Asr. Lys Asn Thr Ser Leu Lys Thr Trp Xaa Lys Asn As? Phe 
115 120 125 

Lys Pro Gin Cys Lys Arg Thr Asn Leu Val Ala Asn Asp Gly Lys Asn 
130 125 140 
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Ser Cys Pro Mec Ser Ser Gly Ala Gin Gin Gin .Lys Gin Leu Arg Thr 
145 150 155 150 

Pro Glu Pro Pro Asn Leu Ser Arg Asn Lys Glu Thr Glu Leu Leu Arg 
165 170 175 

Gin Thr His Ser Ser Lys He Ser Gly Cys Thr Met Arg Gly Leu Asp 
130 " 135 190 

Lys Asn Ser Ala Leu Gin Thr Leu Lys Pro Asn Phe Gin Gin Asn Gin 
195 200 205 

Tyr Lys -Xaa Gin Mec Leu Asp Asp He* Pro Glu Asp Asn Thr Leu Lys 
210 215 . 220 

Glu Thr Ser Leu Tyr Gin Leu Gin Phe Lys Glu Lys Ala Ser Ser Leu 
225 230 235 240 

Arg He lie Ser Ala Vai lie Glu Ser Mec Lys Tyr Trp Arg Glu His 
245 250 255 

Ala Gin Lys Thr Val Leu Leu Phe Glu Vai Leu Ala Vai Leu Asp Ser 
250 265 270 

Ala Vai Thr Pro Gly Pro Tyr Tyr Ser Lys Thr Phe Leu Mec Arg Asp 
275 230 ' 235 

Gly Lys Asn Thr Leu Pro Cys Val Phe Tyr Glu He Asp Arg Glu Leu 
290 295 300 

Pro Arg Leu lie Arg Giy Arc Vai His Arg Cys Val Gly Asn Tyr Asp 
305 310 315 ' 320 

Gin Lys Lys Asn He Phe Gin Cys Val Ser Val Arg Pro Ala Ser Vai 
325 330 335 

Ser .Glu Gin Lys Thr ' Phe Gin Ala Phe Vai Lys He Ala Asp Vai Glu 
340 345 350 . 

Mec Gin Tyr Tyr lie Asn .Val Mec Asn Glu Thr. 
355 "* 360 , 



(2) INFORMATION FOR SEQ" ID NO: 473: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 45 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 473: 

Ser Gin Asp Ser Val Phe Asn Ser lie Gin Ser Asn Thr Giy Arg Ser 
15 10 15 

Gin Gly Gly Trp Ser Tyr Arg Asp Giy Asn Lys Asn Thr Ser Leu Lys 
20 25 30 

Thr Trp Xaa Lys Asn Asp Phe Lys Pro Gin Cys Lys Arg 



WO 98/54963 



606 



35 40 45 



{2} INFORMATION FOR SEQ ID NO: 474: 

(i) SEQUENCE CiARACTEPJSTICS : 

(A) LENGTH: 36 amino acids 

(3). TYPE: amino acid 

(D) TOPOLOGY : linear, 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 474" 

Asn Lys Glu Thr Glu Leu Leu Arg Gin Thr His Ser Ser Lys lie Ser 
1 5 10 13 

Gly Cys Thr Met Arg Gly Leu Asp Lys Asn Ser Ala Leu Gin Thr Leu 
20 25 " 30 

Lys Pro Asn Phe 
35 



(2) INFORMATION FOR SEQ ID NO: 475: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 49 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION : SEQ ID NO: 475: 

Ser Ser Leu Arg lie lie Ser Ala Val lie Glu Ser Met Lys Tyr Trp 
15 10 15 

Arg Glu Kis Ala Gin Lys Thr Val Leu Leu Phe Glu Val Leu Ala Val 
20 ' 25 30 

Leu Asp Ser Ala Val Thr Pro Gly Pro Tyr Tyr Ser Lys Thr Phe Leu 
25 40 45 

Met 



{2} INFORMATION FOR SEQ ID NO: 476: 

(ij SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 42 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 476: 

Pro Arg Leu lie Arg Gly Arg Val His Arg Cys Val Gly Asn Tyr Asp 
1.5 10 15 

Gin Lys Lys Asn lie Phe Gin Cys Val Ser Val Arg Pro Ala Ser Val 
- 20 25 20 - 

Ser Glu "Gin Lys Thr Phe Gin Ala Phe Val 
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(2) INFORMATION FOR SEQ ID NO: 477: 

(i) SEQUENCE CI-1AKACTERISTICS : 

(A) LENGTH: 370 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear ' 
(:ci) SEQUENCE DESCRIPTION: SEQ ID NO: 477: 

Gly Val Phe Arg Pro Cys Val Cys Gly Arg Pro Ala 5er Leu Thr Cys 

1.5 10 15 

Ser Pro Leu Asp Pro Glu val Gly Pro Tyr Cys Asp Thr Pro Thr Met 
20 25 30 

Arg Thr Leu ?he Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser Pro Val 
' 25 40 45 

His Thr Thr Leu Ser Lys Ser Asp Ala Lys Lys Ala Ala Ser Lys Thr 
50 55 50 

Leu Leu Glu Lys Ser Gin Phe Ser Asp Lys Pro Val Gin Asp Arg Gly 
65 70 75 80 

Leu Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu Kis Arg 
S5 90 95 

Ser Tyr Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp Val 
100 105 110 

Leu Gly Tyr Val Thr Pro Trp Asn Ser His Gly Tyr Asp Val Thr Lys 
115 . 120 • 125 

Val Phe Gly Ser Lys Phe Thr Gin lie Ser Pro Val Trp Leu Gin Leu 
130 135 140 

Lys Arg Arg Gly Arg Glu Mec Phe Glu Val Thr Gly Leu His Asp Val 
145 150 155 150 

Asp Gin Gly Trp Met A-rg Ala Val Arg Lys His Ala Lys Gly Leu His 
165 170 175 

lie Val Pro Arg Leu Leu Phe' Glu Asp Trp Thr Tyr Asp Asp. Phe Arg 
130 185 - 190 

Asn Val Leu Asp Ser Glu Asp Glu lie Glu Glu Leu Ser . Lys Thr Val 
195 200 205 

Val Gin Val Ala Lys Asn Gin His Phe Asp Gly Phe Val Val Glu Val 
210 215 220 

Trp Asn Gin Leu Leu Ser Gin Lys Arg Val Gly Leu lie His Met Leu 
225 230 225 240 



Thr His Leu Ala Glu Ala Leu His Gin Ala Arg Leu Leu Ala Leu Leu 
245 250 255 
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Val lie Pro Pro Ala lie Thr Pro Giy Tar Asp Gin Leu Gly Mec ?he 
260 263 270 

Thr His Lys Glu Phe Glu Gin Leu Ala Pro Val Leu Asp Gly Phe Ser 
275 280 285 

Leu Mec Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro Gly Pro Asn Ala 
290 ■ 295 " 300 

Pro Leu Ser Trp Val Arg Ala Cys Val Gin Val Leu Asp Pro Lys Xaa 
305 310 315 320 

Lys Trp Arg Thr Lys Ser Ser Trp Gly Ser Thr Ser Men Xaa Trp Thr 
325 330 335 

Xaa Arg Xaa Pro Xaa Asp Ala Arg Xaa Pro Val Val Gly Xaa Arg Xaa 
340 345 350 

lie Gin Xaa Leu Lys Asp His Xaa Pro Arg Mec Val Leu Asp Ser Lys 
355 360 365 

Pro Gin 
370 



(2) INFORMATION FOR SEQ ID NO: 478: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 39 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 473: 

Thr Cys Ser Pro Leu Asp Pro Glu Val Gly Pro Tyr Cys Asp Thr Pro 
1 . 5 10 15 

Thr Mec Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser 
20 25 30 



Pro Val His Thr .Thr Leu Ser 
35 



(2) INFORMATION FOR SEQ ID NO: 479: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 amino acids 

(3). TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 479: 

Leu Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His Arg 
1 5 10 - 15 

Ser Tyr Cvs Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp Val 
20 25 20 



Leu Gly Tyr Val Thr Pro Trp Asn Ser His Giy Tyr Asp Val Thr Lys 
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Val Phe Gly Ser Lys Phe 
50 



(2) INFORMATION FOR SEQ ID NO: 430: 

10 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 52 amino acids 
(5) TYPE: amino acid 
(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4S0 : 



Arg Glu Met Phe Giu Val Thr Gly Leu His Asp Val Asp Gin Giy Trp 
15 10 15 



Met Arg Ala Val Arg Lys His Ala Lys Gly Leu His He Val Pro Arg 
20 20 25 30 

Leu Leu Phe Glu Asp Trp Thr Tyr Asp Asp Phe Arg Asn Val Leu Asp 
25 40 " .45 

25 Ser Glu Asp Glu 
50 



30 {20 INFORMATION FOR SEQ ID NO: 481: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 amino acids 
(3) TYPE: amino acid 
35 (D) TOPOLOGY: linear 

(xi) SZQUE2>1CE DESCRIPTION: SEQ ID NO: 431: 



40 



50 



60 



His Phe Asp Gly Phe Val Val Glu Val Trp Asn Gin Leu Leu Ser Gin 

1 5 10 15 

Lys Arg Val Gly Leu lie His Met Leu Thr His Leu Ala Glu Ala Leu 
20 25 30 ■ 



His Gin Ala Arg Leu Leu Ala Leu Leu Val lie Pro Pro Ala lie Thr 
45 25 40 45 



Pro Gly Thr Asp Gin Leu Gly Met 
50 55 



(2) INFORMATION FOR SEQ ID NO: 4S2 : 



(i) SEQUENCE CHARACTERISTICS : 
33 (A) LENGTH: 47 amino acids 

; (3) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SZQU^CZ DESCRIPTION: SEQ ID NO: 432: 



Asp Gly Phe Ser Leu Met Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro 
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I 5 10 15 

Gly Pro Asn Ala Pro Leu Ser Trp Val Arg Ala Cys Val Gin Val Leu 
20 25 30 

Asp Pro. Lys Xaa Lys Trp Arg Thr Lys Ser Ser Trp Gly Ser Thr 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 483: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 152 amino acids 

{B ) IYPE: cuujLiiO aC Id 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4S3 : 

Glu.Arg Gly Val Ser lie Asn Gin Phe Cys Lys Glu Phe Asn Glu Arg 
1 5 10 15 - 

Thr Lys Asp lis Lys Glu Gly lie Pro 'Leu Pro Thr Lys He Leu Val 
20 25 30 

Lys Pro Asp Arg Thr Phe Glu He Lys He Gly Gin Pro Thr Val Ser 
35 " 40 \ 45 

Tyr Phe Leu Lys Ala Ala Ala Gly He Glu Lys Gly Ala Arg Gin Thr 
50 55 60 

Gly Lys Glu Val Ala Gly Leu Val Thr Leu Lys His Val Tyr Glu He 
65 70 75 ' 80 

Ala Arg He Lys Ala Gin Asp Glu Ala Phe Ala Leu Gin Asp Val Pro 
35 ' 90 95 

Leu Ser Ser Val Val Arg Ser He He Gly Ser Ala Arg Ser Leu Gly 
100 " 105 HO 

He Arg Val Val Lys Asp Leu Ser Ser Glu Glu Leu Ala Ala Phe Gin 
115 120 125 

Lys Glu Arg Ala He Phe. Leu Ala Ala Gin Lys Glu Ala Asp Leu Ala 
130 135 140 

Ala Gin Glu Glu Ala Ala Lys Lys 
145 150 



(2) INFORMATION FOR SEQ ID NO: 484: 

(1) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 270 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 484: 

Ala Val Tyr Thr Tyr His Glu Lys Lys Lys As? Thr Ala Ala Ser Gly 
1 ' "5 10 15 



WO 98/54963 



611 



Tyr Gly Thr Gin r5r: lis Arg Leu Ser Arg Asp Ala Val Lys Asp Phe 
20 25 30 

Asp Cys Cys Cys Leu Ser Leu Gin Pro Cys His Asp Pro Val Val Thr 
35 40 45 

Pro Asp Gly Tyr Leu Tyr C-lu Arg Glu Ala He Leu Glu Tyr lie Leu 
50 55 60 

His Gin Lys Lys Glu He Ala Arg GIr. Mec Lys 'Ala Tyr Glu Lys Gin- 
65 . 70 75 80 

Arg Gly Thr Arg Arg Glu Glu Gin Lys Glu Leu Gin Arg Ala Ala Ser 
85 90 95 

Gin Asp His Val Arg Gly Phe Leu Glu Lys Glu Ser Ala lie Val Ser 
100 105 110 

Aurg Pro Leu Asn Pro Phe Thr Ala Lys Ala Leu Ser Gly Thr Ser Pro 
115 120 125 

Asp Asp Val Gin Pro Gly Pro Ser Val Gly pro Pro Ser Lys Asp Lys 
120 135 140 

Asp Lys Val Leu Pro Ser Phe Trp lie Pro Ser Leu Thr Pro "Glu Ala 
145 150 ' -155 160 

Lys Ala Thr Lys Leu Glu Lys Pro Ser Arg Thr Val Thr Cys pro Mec 
165 170 175 

Ser Gly Lys Pro Leu Arg Met Ser Asp Leu Thr Pro Val His Phe Thr 
130 185 ' 190 

Pro Leu Asp Ser Ser Val Asp Arg Val Gly Leu lie Thr Arg Ser Glu 
195 200 205 

Arg Tyr Val Cys Ala Val Thr Arg Asp Ser Leu Ser Asn Ala Thr Pro 
210 215 220 

Cys Ala Val Leu Arg Pro Ser Gly Ala Val Val Thr Leu Glu Cys Val 
225 230 235 240 

Glu Lys Leu He Arg Lys Asp Mec Val Asp Pro Val Thr Gly -Asp Lys 
245 250 . 255 

Leu Thr Asp Arg Asp lie He Val Leu Gin Arg Gly Gly Thr 
260 265 270 



(2) INFORMATION FOR SEQ ID NO : 485: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 54 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY : linear 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 485: 



Ty-r Leu Tyr Glu Arg Glu Ala He Leu Glu Tyr He Leu His Gin Lys 
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1 5 10 15 

Lys Glu lie Ala Arc Gin Met Lys Ala Tyr Glu Lys Gin Arg Gly Thr 
20 25 30 

Arc Arg Glu Glu Gin Lys Glu Leu Gin Arg Ala Ala Ser Gin Asp Kis 
35 40 1 45 

Val Arg Gly Phe Leu Glu 
50 



(2) INFORMATION FOR SEQ ID NO: 486: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 64 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 486 : 

Phe Thr Ala Lys Ala Leu Ser Gly Thr Ser Pro Asp Asp Val Gin Pro 
15 10 15 

Gly Pro Ser Val Gly Pro Pro Ser Lys Asp Lys Asp Lys Val Leu Pro 
20 .'25 30 

Ser Phe Trp lie Pro -Ser Leu Thr Pro Glu Ala Lys Ala Thr Lys Leu 
35 40 . 45 

Glu Lys Pro Ser Arg Thr Val Thr Cys Pro Met Ser Gly. Lys Pro Leu 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 437: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 56 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 487: 

Val His Phe Thr Pro Leu Asp Ser Ser Val Asp Arg Val Gly Leu He 
15 10 15 

Thr Arg Ser Glu Arg Tyr Val Cys Ala Val Thr Arg Asp Ser Leu Ser 
20 25 30 

Asn Ala Thr Pro Cys Ala Val Leu Arg Pro Ser Gly Ala Val Val Thr 
35 40 45 

Leu Glu Cys Val Giu Lys Leu He 
50 55 
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(2) INFORMATION FOR SEQ ID NO: 438: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 567 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 433: 

Mec Asp Thr Ser Glu Asn Arg Pro Glu Asn Asp Val Pro Glu Pro Pro 
1 5 10 15 

Men Pro lie Ala Asp Gin Val Ser Asn Asp Asp Arg Pro Giu Giy Ser 
20 25 30 

Val Glu Asp Giu Glu Lys Lys Glu Ser Ser Leu Pro Lys Ser Phe Lys 
25 40 ' 45 

Arg Lys lie Ser Val Val Ser Ala Thr Lys Giy Val Pro Ala Gly Asn 
50 55 60 

Ser Asp Thr Glu Gly Giy Gin Pro Gly Arg Lys Arg Arg Trp Gly Ala 
65 70 75 SO 

Ser Thr Ala Thr Thr Gin Lys Lys Pro Ser lie Ser lie Thr Thr Glu 
85 90 95 

Ser Leu Lys Ser Leu lie Pro Asp lie Lys Pro Leu Ala Gly Gin Glu 
100 105 110 

Ala Val Val. Asp Leu His Aia Asp Asp Ser Arg lis Ser Glu Asp Glu 
115 120. 125 

■Thr Glu Arg Asn Gly Asp Asp Gly Thr His Asp Lys Gly Leu Lys lie 
130 13 5 140 

Cys Arg Thr Val Thr Gin Val Val' Pro Ala Glu Gly Gin Glu Asn Gly 
145 150 ' . 155 160 

Gin. Arg Glu" Giu Glu Glu Glu Glu Lys "Glu Pro Glu Ala Glu Pro Pro 
165 170 • 175 

Val Pro Pro Gin Val Ser Val Glu Val Ala Leu Pro Pro Pro Ala Glu 
180 135 190 

His Giu Val Lys Lys Val Thr Leu Gly Asp Thr Leu Thr Arg 'Arg Ser 
195 ' 200 205 

He Ser Gin Gin Lys Ser Gly Val Ser He Thr lie Asp Asp Pro Val 
210 215 220 

Arg Thr Ala Gin Val Pro Ser Pro Pro Arg Gly Lys He Ser Asn lie 
225 230 235 240 

Val His He Ser Asn 'Leu Val Arg Pro Phe Thr Leu Gly Gin Leu Lys 
245 250 255 

Glu Leu Leu Gly Arg Thr Gly Thr Leu Val Glu Glu Aia Phe Trp He 
260 265 270 



As? Lys He Lys Ser His Cys Phe Val Thr Tyr Ser Thr Val Glu Glu 
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275 280 235 

Ala Val Ala Thr Arg Thr Ala Leu His Gly Val Lys Trp Pro Gin Ser 
290 295 300 

Asn Pro Lys Phe Leu Cys Ala Asp Tyr Ala Glu Gin Asp Giu Leu Asp 
305 310 315 . 320 

Tyr His Arg Gly Leu Leu Val Asp Arg Pro Ser Glu Thr Lys Thr Glu 
325 330 335 

Glu Gin Gly lie Pro Arg- Pro Leu His Pro Pro Pro Pro Pro Pro Val 
340 345 350 

Gin Pro Pro Gin His Pro Arc .-Ala Giu Gin Arg Glu Gin Clu ?rrg Ala 
355 360 355 

Val Arg Glu Gin Trp Ala Glu .Arg Giu Arg Glu Met Giu Arg Arg Giu 
370 375 380 

Arg Thr Arg Ser Giu Arg Giu Trp Asp Arg Asp Lys Val Arg Glu 'Gly 
335 . 290 395 400 

Pro Arg Ser Arg Ser Arg Ser Arg Xaa Arg Arg Arg Lys Giu Arg Ala 
405 410 415 

Lys Ser Lys Giu Lys Lys Ser Giu Lys Lys Giu Lys Ala Gin Giu Giu 
420 425 430 

Pro Pro Ala Lys Leu Leu Asp Asp Leu Phe Arg Lys Thr Lys Ala Ala 
435 440 ' 445 

Pro Cys lie Tyr Trp Leu Pro Leu Thr Asp Ser Gin lie Val Gin Lys 
450 455 450 

Glu Ala Glu Arg Ala Giu Arg Ala Lys Glu Arg Glu Lys Arg Arg Lys 
465 470 475 480 

Giu Gin Glu Glu Glu Glu Gin Lys Glu Arg Glu Lys Glu Ala Glu Arg 
435 490 495 

Giu Arg Asn Arg Gin Leu Glu Arg Glu Lys Arg Arg Giu His Ser Arg 
- 500 505 510 • 

Giu Arg Asp Arg Giu Arg Giu Arg Giu Arg Glu Arg Asp Arg Gly Asp 
515 520 525 

Arg Asp Arg Asp Arg Giu Arg Asp Arg Giu Arg Gly Arg Giu Arg Asp 
530 ' 535 540 

Arg Arg Asp Thr Lys Arg Kis Ser Arg Ser Arg Ser Arg Ser Thr Pro 
545 550 555 560 

Val Arg Asp Arg Gly Gly Arg 
565 



(2) INFORMATION FOR SEQ ID NO: 439: 



15 



20 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 31 amino acids 
{ 5 ) TYPE : amino acid 
(D) TOPOLOGY : linear 
5 (xi) SEQUENCE DESCRIPTION: SEQ ID' NO: 439: 

Glv Cvs Aso Ser Cys Pro Pro His Leu Pro Arc Glu Ala ?he Ala Gin 
1 ' - ~ ~5 10 15 

10 - Asp Thr Gin Ala Glu Giy Glu Cys Ser Ser Arg Ala Glu Arg Ala Asp 
20 25> 30 

Met Cvs Pro Asp" Ala Pro Pro Ser Gin Glu Val Pro Glu Giy Pro Giy 
35 40 45 



Ala Ala Pro 
50 



(2) INFORMATION- FOR SEQ ID NO: 490: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 amino acids 
25 (3) TYPE: amino acid 

(D) TOPOLOGY: linear'- 
(xi) SEQUENCE DESCRIPTION:' SEQ ID MO: 490: 

Pro Gin Leu Pro Ser Cys Gly Arg Pro Trp Pro Gly Thr Ala Ser Vai 

30 1 5 10 15 

Phe Gin Ser His Thr Gin Giy Pro Arc Glu Asp Pro Asp Pro Cys Arg 
20 25 ■ . 30 

35 Ala Gin Gly Ser Ala Gly Thr His Cys Pro lie Ser Leu Ser Pro Pro 
35 40 45 



40 



Arg Gin 
50 



(2) INFORMATION FOR SEQ ID NO: 491: 

45 - (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 
(3) TYPE: amine acid 
{ D ) TOPOLOGY : I inear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 491: 



50 



Pro Giy Phe Arg Giy Pro Ser Gly Ser Leu Gly Cys Ser Phe Phe Pro 
1 5 10 15 



Arg Ser Leu Gly Arg Val Leu Pro Pro Giy Cys Gin Arg Pro Gly Ala 
55 20 25 30 

His Ala Asp Ser Ser Pro Pro Pro Thr Pro 
35 40 



60 
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(2) .INFOHMATION FOR SEQ ID NO; 4S2 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 84 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ZD NO: 452: 

Glu Asp Leu Lvs Lys Pro Asp Pro Ala Ser Leu Arg Ala Ala Ser Cys 
1 * ' *5 10 15 

Gly Glu Gly Lys Lys Arg Lys Ala Cys Lys Asn Cys Thr Cys Gly Leu 
20 25 30 

AJ.a Glu Glu Leu Glu Lys Glu Lys Ser Arg Glu Gin Met Ser Ser Gin 
35 40 45 

Pro Lys Ser Ala Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe Arg Cys 
50 55 60 

Ala Ser Cys Pro Tyr Leu Gly Met Pro Ala Phe Lys Pro Gly Glu Lys 
65 70 75 80 

Val Leu Leu Ser 



(2) INFORMATION FOR SEQ ID NO: 493: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 90 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
{xi} SEQUENCE DESCRIPTION: SEQ ID NO: 4S3 : 

Glu Asd Leu Lvs Lvs Pro Asp Pro Ala Ser Leu Arc Ala Ala Ser Cys 
1 ~ 5 10 "15 

Gly Glu Gly Lys Lys Arg Lys Ala Cys Lys Asn Cys Thr Cys Gly Leu 
" 20 25 30 

Ala Glu Glu Leu Glu Lys Glu Lys Ser Arg Glu Gin Met Ser Ser Gin 
35 40 45 

Pro Lys Ser Ala Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe Arg Cys 
50 55 60 

Ala Ser Cys Pro Tyr Leu Gly Met Pro Ala Phe Lys Pro Gly Glu Lys 
65 70 75 80 

Val Leu Leu Ser Asp Ser Asn Leu His Asp 
85- 90 



(2) INFORMATION FOR SEQ ID NO: 494: 
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(A) LENGTH : 24 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY : linear 
<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 494: 

Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe Arg Cys Ala Ser Cys Pro 
15 10 15 

Tyr Leu Gly Met Pro Ala Phe Lys Pro Gly Glu Lys Val Leu Leu Ser 
20 25 30 



(2) INFORMATION FOR' SEQ ID NO: 495: 

(i) SEQUENCE CHARACTEPJLSTICS : 

(A) LENGTH: 25 amino acids 

(B) TYPE: amino' acid 
(D) TOPOLOGY: linear 

(xi) DESCRIPTION: SEQ ID NO: 495: 

Ser Cys Gly Glu Gly Lys Lys Arg. Lys Ala Cys Lys Asn Cys Thr -Cys 
1 5 10 15 

Gly Leu Ala Glu Glu Leu Glu Lys Glu 
20 25 



(2) INFORMATION FOR SEQ ID NO: 496: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 496: 

Ser Gin Pro Lys Ser 5 Ala Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe 
15 10 15 

Arg Cys Ala Ser Cys ; 
20 



(2) INFORMATION FOR SEQ ID NO: 497: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 17 amino- acids 

(E) TYPE: amino acid 

{ D ) TOPOLOGY : 1 inear 
(Xi) SZQUZXCZ DESCRIPTION: SEQ ID NO: 497: 

Arg Glu Ala Gly Gin Asn Ser Glu Arg Gin Tyr Val Ser Leu Ser Arg 
1 5 10 15 

Asp 
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(2) INFORMATION FOR SEQ ID NO: 4S8: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 90 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(:<±) SEQUENCE DESCRIPTION: SZQ ID NO: 498: 

Giu Ser Ser Gly Gin Ala Arg Thr Leu Ala Asp Pro Gly Pro Gly Trp 
1 5 10 ib 

Pro Arg Gin Gin Gly Mec Cys Phe Gly Ser Leu Thr ' Gly Leu Ser Thr 
20 25 30 

Thr Pro His Gly Phe Leu Thr Val Ser Ala Glu^Ala Asp Pro Arg Leu 
25 40 45 

He Glu Ser Leu Ser Gin Mec Leu Ser Mec Gly Phe Ser Asp Glu Gly 
50 55 60 

Gly Trp Leu Thr Arg Leu Leu Gin Thr Lys Asn Tyr Asp He Gly Ala 
65 70 75 80 

Ala Leu Asp Thr He Gin Tyr Ser Lys His 
85 90 



(2) INFORMATION FOR SEQ ID NO: 499: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 159 amino acids 
• (3) TYPE: amino acid 

(D) TOPOLOGY: linear 
Ixi) SEQUENCE DESCRIPTION: SEQ ID NO: 499: 

Gin Glu Gly Ser Glu Pro Val Leu Leu Glu Gly Glu Cys Leu Val Val 
I - 5 10 "15 

Cys Giu Pro Gly Arg Ala Ala Ala Gly Gly Pro Gly Gly Ala Ala Leu 
20 25 30 

Gly Glu Ala Pro Pro Gly Arg Val Ala Phe Xaa Ala Val Arg Ser His 
25 40 45 

His His Glu Pro Ala Gly Glu Thr Gly Asn Gly Thr Ser Gly Ala He 
50 55 60 

Tyr Phe Asp Gin Val Leu Val Asn Glu Gly Gly Gly Phe Asp Arg Ala 
65 70 ^ 75 30 

Ser Gly Ser Phe Val Ala Pro Val Arg Gly Val Tyr Ser Phe Arg Phe 
35 90- 95 



His Val Val Lys Val Tyr Asn Arg Gin Thr Val Gin Val Ser Leu Mec 
100 105 110 
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Leu Asn Thr Trp Pro Val 
115 

Thr Arg Glu Aia Ala Thr 
130 

Asp Arc Val Ser Leu Arg 
145 150 



lie Ser Ala ?he Aia 
120 

Ser Ser Val Leu Leu 
13 5 

Leu Arg Arg Giy Xaa 
155 



Asn Asp Pro Asp Val 
125 

Pro Leu Asp Pro Giy 
140 

Ser Thr Giy Trp 



(2) INFORMATION FOR SEQ ID NO: 500: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3 2 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 500: ■ 

Pro Arg Ser Arg Pro Ala Leu Arg Pro Giy Arg Gin Arg Pro Pro Ser 
1 5 10 15 

His Ser Ala Thr Ser Giy Val Leu Arg Pro Arg Lys Lys Pro Asp Pro 
20 25 30 



(2) INFORMATION FOR SEQ ID NO; 501: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 31 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 501: 

Me~ Thr Leu He Thr Pro Ser Xaa Lys Leu Thr Phe Xaa Lys Giy Asn 
1 5 " • 10 15 

Lys Ser Trp Ser Ser Arg Aia Cys Ser Ser' Thr Leu Val Asp Pro 
20 25 30. 



(2) INFORMATION FOR SEQ ID NO: 502: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids ' 

(B) TYPE: amino acid 
(tO TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 502: 

Giy His Pro Ser Pro- Ala Leu Ser He Aia Pro Ser Asp Giy Ser Gin 
15 10 15 



Leu Pro Cys Asp Glu Val Pro Tyr Giy Glu Ala His Val Thr Arg Tyr 
20 25 30 
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Cys Lys Lys Pro Leu Thr Asn Ser His Leu Giu Thr Glu Ala Gin Ser 
35 40 45 

Ser Ser Leu 
50 

(2) INFORMATION FOR SEQ ID NO: 503: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 2 63 base pairs 
(E) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 503: 
GCTTCGTGTC CAACCCTCTT GCCCTTCGCC TGTGTGCCTG GAGCCAGTCC CACCACGCTC 
GCGTTTCCTC CTGTAGTGCT CACAGGTCCC AGCACCGATG GC ATTCOCTT TGCCCTGAGT 
CTGCAGCGGG TCCCTTTTGT GCTTCCTTCC CCTCAGGTAG CCTCTCTCCC CCTGGGCCAC 
TCCCGGGGGT GAGGGGGTTA CCCCTTCCCA GTGTTTTTTA TTCCTGTGGG GCTCACCCCA 
AAGTATTAAA AGTAGCTTTG TAA 

(2) INFORMATION FOR SEQ ID NO: 504: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 263 base pairs 
(3) TYPE: nucleic acid 

(C) STRANDEDNES S : double 

(D) TOPOLOGY: linear 

(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 504: 
GCTTCGTGTC CAACCCTCTT GCCCTTCGCC TGTGTGCCTG GAGCCAGTCC CACCACGCTC 
GCGTTTCCTC CTGTAGTGCT CACAGGTCCC AGCACCGATG GCATTCCCTT TGCCCTGAGT 
CTGCAGCGGG TCCCTTTTGT GCTTCCTTCC CCTCAGGTAG CCTCTCTCCC CCTGGGCCAC 
TCCCGGGGGT GAGGGGGTTA CCCCTTCCCA GTGTTTTTTA TTCCTGTGGG GCTCACCCCA 
AAGTATTAAA AGTAGCTTTG TAA 

(2) INFORMATION FOR SEQ ID NO: 505: 



(i) SEQUENCE CHARACTERISTICS: 

(A3 LENGTH: 253 base pairs 
(E) TYPE: nucleic acid 
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(C) STRANDEDNESS : double 

(D) TOPOLCC-Y: linear 

(xi) SEQUENCE DESCRIPTION :. SEQ ID 'NO : S0'5 : 
GCTTCGTGTC CAACCCTCTT GCCCTTCGCC TGTGTGCCTG GAGCCAGTCC CACCACGCTC 
GCGTTTCCTC CTGTAGTGCT CACAGGTCCC AGCACCGATG GCATTCCCTT TGCCCTGAGT 
CTGCAGCGGG TCCCTTTTGT GCTTCCTTCC CCTCAGGTAG CCTCTCTCCC CCTGGGCCAC 
TCCCGGGGGT GAGGGGGTTA CCCCTTCCCA GTGTTTTTTA TTCCTGTGGG GCTCACCCCA 
AAGTATTAAA AGTAGCTTTG TAA 

4 

(2) INFORMATION FOR SEQ ID NO: 506: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 160 base pairs 
(3) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

fxi) SEQUENCE DESCRIPTION: SEQ ID MO: 506: 
TGGCTCACTG TCTTACAATC ACTGCTGTGG AATCATGATA CCACTTTTAG CTCTTTGCAT 
CTTCCTTCAG TGTATTTTTG TTTTTCAAGA GGAAGTAGAT TTTAACTGGA CAACTTTGAG 
TACTGACATC ATTGATAAAT AAACTGGCTT GTGGTTTCAA 



(2) INFORMATION " FOR SEQ ID NO: 507: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 292 amino acids 

(5) TYRE: amino acid 

(D) TOPOLOGY : linear . 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 507: 

Leu Asp Glu Leu Met Ala His Leu Thr Glu Met Gin Ala Lys Val Ala 
i'5 ,10 15 

Val Arc Ala Asp Ala Gly Lys Lys His Leu Pro Asp Lys Gin Asp His 
20 25 30 

Lys Ala Ser Leu Asp Ser Me- Leu Gly Gly Leu Glu .Gin Glu Leu Gin 
25 40 45 

Asp Leu Gly lie Ala Thr Val Pro Lys Gly His Cys Ala Ser Cys Gin 
50 55 60 



Lys Pro lie Ala Gly Lys Val He His Ala Leu Gly Gin Ser Trp His- 
65 70 75 30 
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Pro Glu His ?he Vai Cys Thr His Cys Lys Giu Glu He Gly Ser Ser 
35 90 95 

Pro Phe Phe Glu Arg Ser Gly Leu Xaa. Tyr Cys Pro Asn Asp Tyr His 
100 105 110 

Gin Leu Phe Ser Pro Arg Cys Ala Tyr Cys Ala Ala Pro lie Leu Asp 
115 120 125 

Lys Vai Leu Thr Ala Met Asn Gin Thr Trp His Pro Giu His Phe Phe 
130 135 140 

Cys Ser His Cys Gly Glu Vai Phe Gly Ala Giu Gly Phe His Giu Lys 
145 150 155 ISO 

Asp Lys Lys Pro Tyr Cys Arg Lys Asp Phe Leu Ala Met Phe Ser Pro 
165 170 175 

Lys Cys Gly Gly Cys Asn Arg Pro Vai Leu Glu Asn Tyr Leu Ser Ala 
130 135 190 

Met Asp Thr Vai Trp His Pro Giu Cys Phe Vai Cys Giy Asp Cys Phe 
195 200 ' 205 

Thr Ser Phe Ser Thr Gly Ser Phe Phe Glu Leu Asp Giy Arg Pro Phe 
210 215 ; ' 220 

Cys Glu Leu His Tyr His His Arg Arg Giy Thr Leu Cys His Gly Cys 
225 23'0 235 * 240 

Gly Gin Pro lie Thr Gly Arg Cys He Ser Ala Me* Gly Tyr Lys Phe 
245 250 255 

His Pro Glu His Phe Vai Cys Ala Phe Cys Leu Thr Gin Leu Ser Lys 
260 265 270 

Gly He Phe Arg Glu Gin Asn Asp Lys Thr Tyr Cys Gin Pro Cys Phe 
275 230 ^ 235 

Asn Lys Leu Phe 
290 



(2) INFORMATION FOR SEQ ID NO: 508: 

(i) SEQUENCE CKARACTEEZ3TICS : 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 508: 

Lys Ala Ser Leu Asp Ser Mec Leu Gly Gly Leu Giu Gin Glu Leu Gin 
1 ( 5 .10 15 

Asp Leu Gly lie Ala Thr Vai Pro Lys Giy His Cys Ala Ser Cys Gin 
'20 25 30 



Lys Pre lie Ala Gly Lys Vai lie His Ala Leu 
25 40 
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(2) INFORMATION FOR SEQ ID NO: 509: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 50 amino acids 

(3) T/?E: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 509: 

Cys Pro Asn Asp Tyr His Gin Leu ?hs Ser Pro Arg Cys Ala Tyr Cys 
I 5 10 15 

Ala Ala Pro He Leu Asp Lys Val Leu Thr Ala Met Asn Gin Thr Trp 

. ' 20 25 30 

His Pro Glu His Phe Phe Cys Ser His Cys Gly Glu Val Phe Gly Ala 
35 40 45 

Glu Gly 
50 



(2) INFORMATION FOR SEQ ID NO : 510: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 67 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 510: 

Asp Lys Lys Pro Tyr Cys Arg Lys Asp Phe Leu Ala Met Phe Ser Pro 
I 5 10 • 15 

Lys Cys Gly Gly Cys Asn Arg Pro Val Leu Glu Asn Tyr Leu "Ser Ala 
20 " 25 30 

Met Asp Thr Val Trp His Pro Glu Cys Phe Val Cys Gly Asp Cys Phe 
35 40 45 

Thr Ser Phe Ser 'Thr Gly Ser Phe Phe Glu Leu Asp Gly Arg Pro Phe 
50 55 60" 

Cys Glu Leu 
65 



(2) INFORMATION FOR SEQ ID NO: 511 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 45 amino acids r 

(3) TYPE: amino acid 
: <D) TOPOLOGY: linear 
(xi) SEQUENCE DZSCPSPTIOX : SEQ ID NO: 511: 

Cys Gly Gin Pro He Thr Gly Arg Cys He Ser Ala Met Gly Tyr Lys 
15 10 15 
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?he His Pro Giu His Phe Val Cys Ala Phe Cys Leu Thr Gin Leu Ser 
20 25 30 

Lys Gly lie Phe Arg Glu Gin Asn Asp Lys Thr T^r Cys Gin 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 512: 

(i) SEQUENCE 02ARACTERISTICS : 

(A.) LENGTH: 452 amino acids 

(3) TYPE: amino acid 

( 2 ) TO rOLOC Y : 1 ine ?_r 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 512: 

Met Gly Ser Ser Gin Ser Val Glu lie Pro' Gly Gly Gly Thr Glu. Gly 
1 5 10 15 

Tyr His Val Leu Arg Val Gin Glu Asn Ser Pro Gly His Arg Ala Gly 
20 25 ' 30 

Leu Glu Pro Phe Phe Asp Phe lie Val Ser lie Asn Gly Ser Arg Leu 
35 40 45 

Asn Lys Asp Asn Asp Thr Leu Lys 'Asp Leu Leu Lys Xaa Asn Val Glu 

50 . 55 - 60 

Lys Pro Val Lys Met Leu lie Tyr Ser Ser Lys Thr Leu Glu Leu Arg 
65 70 75 80 

Glu Thr Ser Val Thr Pro Ser Asn Leu Trp Gly Gly Gin Gly Leu Leu 
35' 90 95 

Gly Val Ser lie Arg Phe Cys Ser Phe Asp- Giy Ala Asn Glu Asn Val 
100 105 110 

Trp His Val Leu Glu Val Glu Ser Asn Ser Pro Ala Ala Leu Ala Gly 
115 120 125 

Leu Arg Pro His Ser Asp Tyr lie lie Gly Ala Asp Thr Val Met Asn 
130 135 140 

Glu Ser Glu Asp Leu Phe Ser Leu lie Glu Thr His Glu Ala Lys Pro 
145 150 155 150 

Leu Lys Leu Tyr Val Tyr Asn Thr Asp Thr Asp Asn Cys Arg Giu Val 
165 170 175 

He lie Thr Pro Asn Ser Ala Trp. Gly Gly Glu Gly Ser Leu Gly Cys 
130 185 190 

Gly Hs Gly Tyr Gly Tyr Leu His Arg lie Pro Thr Arg Pro Phe Glu 
195 200 205 

Glu Gly Lys Lys He Ser Leu Pro Gly Gin Met Ala Giy Thr Pro He 
210 215 220 

Thr Pro Leu Lys Asp Gly Phe Thr Giu Val Gin Leu Ser Ser Val Asn 
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225 230 235 240 

Pro Pro Ser Leu Ser Pro Pro Gly Thr Thr Gly lie Glu Gin Ser Leu 
245 250 255 

Thr Gly Leu Ser lie Ser Ser Thr Pro Pro Ala Val Ser Ser Val Leu 
260 255 270 

Ser Thr Gly Val Pro Thr Val Pro Leu Leu Pro Pro Gin Val Asn Gin 
275 280 2S5 

Ser Leu Thr Ser Val Pro Pro Mec Asn Pro Ala Thr Thr Leu Pro Gly 
290 295 300 

Leu Mec Pro Leu Pro Ala Gly Leu Pro Asn Leu Pro Asn Leu Asn Leu 
305. 310- "■ 315 320 

Asn Leu Pro Ala Pro His lie Mec Pro Gly Val Gly Leu Pro Glu Leu 
325 . 330 335 

Val Asn Pro Gly Leu Pro Pro Leu Pro Ser Met Pro Pro Arg Asn Leu 
340 345 350 

Pro Gly He Ala Pro Leu Pro Leu Pro Ser Glu Phe Leu Pro Ser Phe 
355 360 365 

Pro Leu Val Pro Glu Ser Ser Ser Ala Ala Ser Ser Gly Glu Leu Leu 
370 375 380 • 

Ser Ser Leu Pro Pro Thr Ser Asn Ala Pro Ser Asp Pro Ala Thr Thr 
395 390 395 400 

Thr Ala Lys Ala Asp Ala Ala Ser Ser Leu Thr Val Asp Val Thr Pro 
405 410 415 

Pro Thr Ala Lys Ala Pro Thr Thr- Val Glu Asp Arg Val Gly Asp Ser 
420 425 430 

Thr Pro Val Ser Glu Lys Pro Val Ser Ala Ala Val Asp Ala Asn Ala 
435 440 445 

Ser Glu Ser Pro 
450 



(2) INFORMATION FOR . SEQ ID NO: 513 : 

(i) SEQUENCE GIAPACTSRISTICS : 

(A) LENGTH: 109 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) DESCRIPTION: SEQ ID NO: 513: 

Ser Val Glu lie Pro Gly Gly Gly Thr Glu Gly Tyr His Val Leu Arg 
15 10 15 



Val Gin Glu Asn Ser Pro Gly His Arg Ala Gly Leu Glu Pro Phe Phe 
20 25 30 
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Asp ?he lie Val Ser lie Asn Giy 
25 40 

Thr Leu Lys Asp Leu Leu Lys Xaa 
50 55 - 

Leu lie Tyr Ser Ser Lys Thr Leu 
65 70 

Pro Ser Asn Leu Trp Giy Giy Gin 
■ 85 

Phe Cys Ser Phe Asp Giy Ala Asn 
100 



Ser Arg Leu Asn -Lys Asp Asn Asp • 
45 

Asn Val Giu Lys Pro Val Lys ttec 
60 

Giu Leu Arg Giu Thr Ser Val Thr 
75 ' 30 

Giy Leu Leu Giy Vai Ser lie Arg 
90- 9,5 

Giu Asn Vai Trp His 
105 



(2) INFORMATION FOP. SEQ ID NO: 514: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 145 amino acids 

(3) TYPE: amino acid 

• (D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 514: 

Giu Ser Asn Ser Pro Aia Ala Leu Ala Giy Leu Arg Pro 'Kis Ser Asp 
I - 5 10 15 

• Tyr He He Giy Ala Asp Thr Val Mec Asn Giu Ser Giu Asp Leu Phe 
20 - ' 25 30 

Ser Leu He Giu Thr Kis Giu Ala Lys Pro Leu Lys Leu' Tyr Val Tyr 
35 40 45 

Asn Thr Asp Thr Asp Asn Cys Arg Giu Vai He He Thr Pro Asn Ser 
50. SS 60 - 

Ala Trp Giy Giy Giu Giy Ser Leu Giy Cys Giy He Giy Tyr Giy Tyr 
65 .70 75 30 

Leu His Arg He Pro Thr Arg Pro Phe Giu Giu Giy 'Lys Lys Tie Ser 
85 90 55- 

Leu Pro Giy Gin Mec Aia Giy Thr Pro He Thr Pro Leu Lys Asp Giy 
100 i05 110 

Phe Thr Giu Val Gin Leu Ser Ser Vai Asn Pro Pro Ser Leu Ser Pro 
115 120 125 

Pro Giy Thr Thr Giy He Giu Gin Ser Leu Thr Giy Leu Ser He Ser 
130 135 140 

Ser 
145 



(2) INFORMATION FOR SEQ ID NO: 515: 
(i) SEQUENCE CHARACTERISTICS : 
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(A) LENGTH : 145 amino acids 
(3) TYPE : amino acid 
(D) TOPOLOGY: linear 
{xi) SEQUENCE DESCRIPTION: SEQ ID NO: SIS: 

Glu Ser Asn Ser • Pro Ala Ala Leu Ala Gly Leu Arc Pro His Ser Aso 
1 $ 10 is 

Tyr lie He Gly Ala Asp Thr Val Mec Asn Glu Ser Glu Asp Leu Phe 
20 25 30 

Ser Leu lie Glu Thr His Glu Ala Lys Pro Leu Lys Leu Tyr Val Tyr 
35 .40 45 

Asn Thr Asp Thr Asp "Asn Cys Arg Glu Val He He Thr Pro Asn Ser 
50 55 : 60 

Ala Trp Gly Gly Glu Gly Ser Leu Gly Cys Gly He Gly Tyr Gly Tyr 
65 70 75 ' SO 

Leu His Arg He Pro Thr Arg Pro Phe Glu Glu Gly Lys Lys 'lie Ser 
85 90 95 

Leu Pro Gly Gin Met Ala Gly Thr Pro He Thr Pro Leu Lys_ Asp Gly 
100 105 110 ~ 

Phe Thr Glu Val Gin Leu Ser Ser Val Asn Pro Pro Ser Leu -Ser Pro 
115 120 125 

Pro Gly Thr Thr Gly lie Glu Gin Ser Leu Thr Gly Leu Ser lie Ser 
130 135 140 

Ser 
145 



(2) INFORMATION FOR SEQ ID NO: 515: 

(i) SZQtJZXCZ CHARACTERISTICS : 

(A) -LENGTH : 151 amino acids 

(3) TYPE: amino acid 
.(D) TOPOLOGY : 'linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 515: 

Arg He Pro Thr Arg Pro Phe Glu Glu Gly Lys Lys He Ser Leu Pro 
1 5 ■ 10 15 

Gly Gin Mec Ala Gly Thr Pro He Thr Pro Leu Lys Asp Gly Phe Thr 
20 25 . 30 

Glu Val Gin Leu Ser Ser Val Asn Pro Pro Ser Leu Ser Pro Pro Gly 
35 40 45 

Thr Thr Gly He Glu Gin Ser Leu Thr Gly Leu Ser He Ser Ser Thr 
50 55 60 



Pro Pro Ala Val Ser Ser Val Leu Ser Thr Gly Val Pro Thr Val Pro 
65 70 75 80 
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Leu Leu Pro Pro Gin Val Asn Gin 
85 

Asn Pro Ala Thr Thr Leu Pro Gly 
100 

Pro Asn Leu Pro Asn Leu Asn Leu 
115 . 120 

Pro Gly Val Gly Leu Pro Glu Leu 
130 135' 

Pro Ser Met Pro Pro Arg Asn 
145 150 



Ser Leu Thr Ser Val Pro Pro Met 
SO 95 

Leu Met Pro Leu Pro Ala Gly Leu 
105 110 

Asn Leu Pro Ala Pro His lie Met 
125 

Val Asn Pro -Gly Leu Pro Pro Leu 
140 



(2) INFORMATION POP. SEQ ID NO: 517: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 109 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID NO: 517: 

Pro Gly Leu Pro Pro Leu Pro Ser Met Pro Pro Arg Asn Leu Pro Gly 
1 5 . 10 15 

lie Ala Pro Leu Pro Leu Pro Ser Glu Phe Leu Pro Ser Phe Pro Leu 
20 25 30 

Val Pro Glu Ser Ser Ser Ala Ala Ser Ser Gly Glu Leu 'Leu Ser Ser 
35 40 45 

Leu Pro ' Pro Thr Ser Asn .Ala Pro Ser Asp Pro Ala Thr Thr Thr Ala 
50 55 60 

Lys Ala Asp Ala Ala Ser Ser Leu Thr Val Asp Val Thr Pro Pro Thr 
65 70 75 80 

Ala Lys Ala Pro Thr Thr Val Glu Asp Arg Val Gly Asp Ser Thr Pro 
85 90 95 

Val Ser Glu Lys Pro Val Ser Ala Ala Val Asp Ala Asn 
100 . 105 



(2) INFORMATION FOR SEQ ID NO: 5 IS: 

(i) SEQUENCE CHARACTERISTICS : 

I A) LENGTH: 93 amino acids 

{3') TYPE: amino acid 

(D) TOPOLOGY: linear 
(>;i) SEQUENCE DESCRIPTION: SEQ ID NO: 518: 

He Tyr Lys Val Phe Arg His Thr Ala Gly Leu Lys Pro Glu Val Ser 
1 . 5 " 10 15 

Cys Phe Glu Asn lie Arg Ser Cys Ala Arg Xaa Xaa Xaa Xaa Xaa Xaa 
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20 25 30 

Xaa Xaa Xaa Xaa Xaa Xaa Trp He ?he Gly Vai Leu His Val Vai His 
35 40 45 

Aia Ser Vai Vai Thr Aia Tyr Leu ?he Thr Vai Ser Asn Aia ?he Gin 
50 5 5 50 

Gly Wee ?he lie ?he Leu ?he Leu Cys Vai Leu Ser Arg Lys lie Gin 
GS . *70 75 SO 

Giu Glu Tyr Tyr Arg Leu ?he Lys Asn Vai Pro Cys Cys 
35 90 



(2) INFORMATION FOR SEQ ID NO : 519: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 55 amino acids 

(5) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 519: 

Trp lie Phe Gly Val Leu His Val Val His Ala Ser Val Val Thr Ala 
1 ' 5 10 15 

Tyr Leu Phe Thr Val Ser Asn Aia Phe Gin Gly Met Phe lie Phe Leu 
20 25 30 

Phe Leu Cys Val Leu Ser Arg Lys He Gin Giu Glu Tyr Tyr Arg Leu 
35 40 45 

Phe Lys Asn Val Pro Cys Cys 
50 55 



(2) INFORMATION FOP- SEQ ID NO: 520: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 50 l amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 520: 

Ala Leu Thr Arg lie Pro Pro Gly Asp Trp Vai lie Asn Val Thr Ala 
I - 5 10 15 

Val Ser Phe Aia Gly Lys Thr Thr Ala Arg Phe Phe Xaa His Ser Ser 
20 25 30 

Pro Pro Ser Leu Gly Asp Gin Ala Arg Thr Asp Pro Gly His Gin Arg 
35 40 45 



Arg Asp 
50 
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(2) INFORMATION FOR SEQ ID NO: 521: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 27 amino acids 
5 (5) TYPE : amino acid 

(D) TOPOLOGY : linear 
(xi} SEQUENCE DESCRIPTION: SEQ ID NO: 521: 

Leu Gin Glu Val Asn He Thr Leu Pro Glu Asn Ser Vai Trp Tyr Glu 
10 15 10 15 

Arg Tyr Lys Phe Asp He Pro Val Phe His Leu 
20 25 

1 S 

.(2) INFORMATION FOR SEQ ID NO: 522: 

(i) SEQUENCE CHARACTERISTICS : 
20 (A) LENGTH: 110 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 522: 

25 Met Gin Gly Ser Gly Ser Gin Phe Arg Ala Cys Leu Leu Cys Leu Cys 
1 5 10 15 

. Phe Ser Cys Pro Cys Ser Pro Gly Gly Pro Arg Trp Asn Ser Arg Gin 
20 25 20 



30 



Gly Gly Arg Arg Phe Pro Lys Thr Cys Arg Ala He Ser Gin Asn Leu 
35 .40 45 ' 



Val Phe Lys Tyr Lys Thr Phe Cys Pro Val Arg Tyr Met Gin Pro His 
35 50 55 60 

Arg Ser Ser Leu Cys Leu His Phe Thr Ser ■■ Tyr Val Phe He Leu Ser 
65 70 75 80 

40 Thr Trp Gly Ser Leu Arg Thr Tyr Ser Thr Asp Leu Lys Lys Lys Lys 

85 90 95 

Lys Asn Ser Arg Gly Gly Pro Val Pro He Arg Pro Lys Ser 
100 105 110 

45 



{2} INFORMATION FOR SEQ ID NO: 523: 

50 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 99 base pairs 
(3) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 523: 
TAGCATGTAG CCAGTCGAAT AACNTATAAG GACAAAGTGG AGTCCACGCG TGCGGCCGTC 
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60 



60 



TAGACTAGTG GATCCCCCGG CTGCAGGATT C3GCACGAG 



99 
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(2) INFORMATION FOR- SEQ ID NO: 52 4: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 51 amino acids 

(3) T/PE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 524: 

Me~ Gin Gly Ser Gly Ser Gin ?he Arg Ala Cys Leu Leu Cys Leu Cys 
.1 5 10 15 

?he Ser Cys Pro Cys Ser Pro Gly Gly Pro Arg Trp Asn Ser Arg Gin 
20 25 30 

Gly Gly Arg. Arg Phe Pro Lys Thr Cys Arg Ala lie Ser Gin' Asn Leu 
35 '40' 45 

Val Phe Lys 
50 



(2) INFORMATION FOR SEQ ID NO: 5 25: 

(i) SEQUENCE CHARACTERISTICS : 

• (AJ LENGTH: 54 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52 5: 

Pro Val Arg Tyr Met Gin Pro His Arg Ser Ser Leu Cys Leu His Phe 
1 5 10-15 

Thr Ser Tyr Val Phe lie Leu Ser Thr Trp Gly Ser Leu Arg Thr Tyr 
20 * 25 30 

Ser Thr Asp Leu Lys Lys Lys Lys Lys Asn Ser Arg - Gly Gly Pro Val 
35 40 45 

Pro He Arg Pro Lys Ser 
50 



(2) INFORMATION FOR SEQ ID NO: 526: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3S amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 52 6: 

Gly Giu Giu Gin Arg Asp Cys Ser Leu Gly Trp Arg Gly Val Gly Met: 
1 5 10 15 



Arg Ala Thr His Cys Gin Ala Ala Arg Met Phe Val Leu Phe Ser Leu 



WO 9S/54963 PCT/US98/1 1 42 

632 

20 25 30 ! 

Pro Lys Tyr Ala Gly Leu 
35 



2> 



(2) INFOEMAT ION FOP. SZQ ID MO: 527: 

10 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 161 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID MO: 527: 

1 c 
i _/ 

Mec Pro Arg Lys Thr Ser Lys Cys Arg Gin Leu- Leu Cys Ser Gly Ala 
1 5 10 15 

Ser Arg Asn Ala Asp Thr Ala Ala Arg Gin Ser Thr Cys Ser Ser His 
20 " -20 25 30 

Arg Pro Pro Gly Lys He Pro Ser Leu Gly Pro Arg Arg Xaa Pro Gly 
25 40 45 

25 . Cys Xaa Ser Vai Pro Ser Ser Arg Gly Glu Gin Ser Thr Gly Ser Pro 
50 55 t 60 

Ala Ala Pro Arg Cys Gly Arg Arg Asp Ala His Arg Gly Leu Pro Gly 
65 ' " 70 75 80 

30 

Gly Ala Ala Met Thr Pro Gly Asp Thr Trp Ala Ser Phe Asn Pro Arg 
85 • ' 90 95 

Ala Gly His Ser Lys Ser Gin Gly Glu Gly Gin Glu Ser Ser Gly Ala 

35 ioo ' 105 no 

Ser Arg Gin Asp Arg His Pro Val Ser His Trp Val Glu Arg Gin Arg 
115 " ' 120 125 

40 Glu Ala Trp Gly Ala' Pro Arg Ser Ser Ser Ala Gly Gly Val Lys Val 
130 135 140 

Ala Ala Thr Thr Glu Arg Glu Pro Glu Phe Lys He Lys Thr Gly Lys" 
145 150 155 150 

45 

Ala 



50 

(2) INFORMATION FOR SEQ ID NO: 52S : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 38 amino acids 
55 (3) TYPE: amino acid 

'(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 528: 

Cvs Ser GIv Ala Ser Arg Asn Ala Asp Thr Ala Ala Arg Gin Ser Thr 
60 "l 5 10 15 
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Cys Ser Ser His Arc Pro Pro Gly 
20 

Arc Xaa Pro Gly Cys Xaa Ser Val 
55 40 

Thr Gly Ser Pro Ala Ala Pro Arg 
50 55 

Gly Leu Pro Gly Gly Ala Ala Met: 
55 70 

?he Asn Pro Arg Ala Gly His Ser 
35 



Lys lie Pro Ser Leu Gly Pro Arg 
25 30 

Pro Ser Ser Arg Gly Giu Gin Ser 
45 

Cys Gly Arg Arg Asp Ala His Arg 
60 

Thr Pro Gly Asp Thr Trp Ala Ser 
75 30 



(2) INFORMATION FOR SEQ ID NO: 529: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<>:i) SEQUENCE DESCRIPTION: SEQ ID NO: 529: 

Gin Gly Glu Gly Gin Glu Ser Ser Gly Ala Ser Arg Gin Asp Arg His 
1 5 10 15 

Pro Val Ser His Trp Val Glu Arg Gin Arg Glu Ala Trp Gly Ala Pro 
20 25 30 

Arg Ser Ser Ser Ala Gly Gly Val Lys Val Ala Ala Thr' Thr Glu Arg 
35 40 45 

Giu Pro Giu Phe Lys lie Lys Thr Gly Lys Ala 
50 55 



(2) INFORMATION FOR SEQ ID NO : 530: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 5 amino acids 

(E) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 530: 

Met Ser Pro Arg Tyr Pro Gly Gly Pro Arg Pro Pro Leu Arg lie Pro 
15 10 15 

Asn Gin Ala Leu Gly Gly Val Pro Gly Ser Gin Pro Leu Leu Pro Ser 
20 " 25 30 

Gly Met Asp Pro Thr Arg Gin Gin Gly His Pro Asn Met Gly Gly Pro 
35 40 45 

Met Gin Arg Met Thr Pro Pro Arg Gly Met Val Pro Leu Gly Pro Gin. 
50 55 60 
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Asn Tyr Gly Gly Ala Met Arg Pro Pro Leu Asn Ala Leu Gly Gly Pro 
55 70 75 80 

Gly Met: Pro Gly Mel Asn Mac Gly Pro Gly Gly Gly Arg Pro Trp Pro 
85 90 95 

Asn Pro Thr Asn Ala Asn Ser lie Pro Tyr Ser Ser Ala Ser Pro Gly 
100 105 110 

Asn Tyr Vai Gly Pro Pro Gly Gly Gly Gly Pro Pro Gly Thr Pro lie 
115 120 125 

Met Pro Ser Pro Ala Asp Ser Thr Asn Ser Gly Asp Asn Mec Tyr Thr 
130 135 140 

Leu Met Asn Ala Vai Pro Pro Gly Pro Asn Arg Pro Asn Phe Pro Mec 
145" 150 155 160 

Gly Pro Gly Ser Asp Gly Pro Met Gly Gly Leu Gly Gly Met Glu Ser 
155 170 175 

His His Mec Asn Gly Ser Leu .Gly Ser Gly Asp Met Asp Ser lie Ser 
-130 r 185 190 

Lys Asn Ser Pro Asn Asn Met Ser Leu Ser Asn Gin Pro Gly Thr Pro 
155 200 , 205 

Arg Asp Asp Gly Glu Mec Gly Gly Asn Phe Leu Asn Pro Phe Gin Ser 
210 215 220 

'Glu Ser Tyr Ser Pro Ser Met Thr Met Ser Vai 
225 230 235 



(2) INFORMATION FOR SEQ ID NO : 531: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 114 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 531: 

Met Ser Pro Arg Tyr Pro Gly Gly Pro Arg Pro Pro Leu Arg lie Pro 
I 5 10. 15 

Asn Gin Ala Leu Gly Gly Vai Pro Gly Ser Gin Pro Leu Leu Pro Ser 
20 25 30 

Gly Met Asp Pro Thr Arg Gin Gin Gly His Pro Asn Met Gly Gly Pro 
35 40 45 

Met Gin Arg Met Thr Pro Pro Arg Gly Met Vai Pro Leu Gly Pro Gin 
50 55 60 

Asn Tyr Gly Gly Ala Met Arg Pre Pro Leu Asn Ala Leu Gly Gly Pro 
65 70 ' 75 80 



Gly Met 



Pro Gly Met Asn Met Gly Pro Gly Gly Gly Arg Pro Trp Pro 
35 90 95 
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Asn Pro Thr Asn Ala Asn Ser He Pro Tyr Ser Ser Ala Ser Pro Gly 
100 105 - 110 



AST 



(2) INFORMATION FOR SEQ ID MO: 532: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 31 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: .linear 
(xi) SEQUENCE DESCRIPTION; SEQ ID NO; 532: 

Leu Asn Ala Leu Gly Gly Pro Gly Mec Pro Gly Me Asn Met Gly Pro 
1 5 10 15 

Gly Gly Gly Arg Pro Trp Pro Asn Pro Thr Asn Ala Asn Ser lie Pro 
20 25 30 

Tyr Ser Ser Ala Ser Pro Gly Asn Tyr Val Gly Pro Pro Gly Gly Gly 
35 40 45 

Gly Pro Pro Gly Thr Pro lie Met Pro Ser Pro Ala Asp Ser Thr Asn 
50 55 '60 

Ser Gly Asp Asn Mec Tyr Thr Leu Me c Asn Ala Val Pro Pro Gly Pro 
55 70 75 30 

Asn 



(2) INFORMATION FOR SEQ ID NO : 533: 

(iJ CHARACTERISTICS: 

(A) LENGTH: 70 amino acids 

(3) TYPE: airJ.no acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 533: 

Gly Pro Mec Gly Gly Leu Gly Gly Mec Glu Ser His His Mec Asn Gly 
1 5 10 15 

Ser Leu Gly Ser Gly Asp Mec Asp Ser lie Ser Lys Asn Ser Pro Asn 
20 25 30 

Asn Mec Ser Leu Ser Asn Gin Pro Gly Thr Pro Arg Asp Asp Gly Glu 
35 40 45 

Mec Gly Gly Asn Phe Leu Asn Pro Phe Gin Ser Glu Ser Tyr Ser Pro 
50 55 60 

Ser Met Thr Mec Ser Val 
65 70 
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(2) INFORMATION FOR SEQ ID NO: 534 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 14 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 534: 

Thr ' Cys Glu His Ser Ser Glu Ala Lys Ala Phe His Asp Tyr 
15 10 



(2)" INFORMATION FOR SEQ ID NO: 535: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 amino acids 

(B) TYPE-: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 535: 

Gin Ala Phe Val Leu Leu Ser Asp Leu Leu Leu lie Phe Ser Pro Gin 
1 5 -10 15 

Met. lie Val Gly Giy Arg Asp Phe -Leu Arg Pro Leu Val Phe Phe Pro 
20 25 ■ 30 

Glu Ala Thr Leu Gin Ser Glu Leu Ala Ser Phe Leu Met Asp His Val 
35 40 45 f 

Phe He Gin Pro Gly- Asp Leu Gly Ser Gly Ala 
50 55 



(2) INFORMATION FOR SEQ ID MO: 536: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(3). TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION : SEQ ID NO: 535: 

Ala Cys Ser Tyr Leu Leu Cys Asn' Pro Glu Phe Thr Phe Phe Ser Arg 
1 5 10 15 

Ala Asp Phe Ala Arg Ser Gin Leu Val Asp Leu Leu Thr Asp Arg Phe 
20 " 25 30 

Gin Gin Glu. Leu Glu Glu Leu Leu Gin Val Gly 
35 40 



(2) INFORMATION FOR SEQ ID NO: 537: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3 5 amino acids 
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(3) TYPE : amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NC: 527: 

Gin Lys Gin Leu Ser Ser Leu Arg Asp Arg Mec Vai Ala ?he Cys Glu 
■1 5 10 ■ 15 

Leu Cys Gin Ser Cys Leu Ser Asp Vai Asp Thr Glu He Gin Giu Gin 
20-25 30 

Vai Ser Thr 
35 



(2) INFORMATION FOR SEQ ID NC: 53 3; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 27 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53 3: 

Gin Vai lie Leu Pro Ala- Leu Thr Leu Vai Tyr Phe Ser lie Leu Trp 
1 _ .5 10 15 

Thr Leu Thr His lie Ser Lys Ser Asp Ala Ser 
20 25 



(2) INFORMATION FOR SEQ ID NO: 539: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY : linear 
.{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 539 : 

Ser Thr His Asp Leu Thr Arg Trp Glu Leu Tyr Glu Pro Cys Cys Gin 
1 . 5 10 15 

Leu Leu Gin Lys Ala Vai Asp Thr Giy Xaa Vai Pro His Gin Vai 
20 25 30 - 



(2) INFORMATION FOR SEQ ID- NO: 540: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 amino acids 

(3) TY^Z: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 540: 

Leu Ala Vai Ser Thr Ser Phe lie Cys Cys Ala Asp He Ser Thr Ala 
15 10 15 



Leu Pro Leu Giy Ser Ser Arg Pro Ala Pro Ala Pro Arg His Arg Glu 
20 25 30 
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His Glu His Gly His Gin Ala Arg Pro Pre Arg Leu Leu Xaa. Thr Ser 
35 40 45 

Leu -Me- Pro Leu Ser Thr Pro Ala Ala Aia Gin Leu Leu Trp Thr Gin 
50 55 60 

Leu Thr Pro Mac Gly Gly Arg Pro Gly Gly Arg His Ser Pro Pro Thr 
65 70 75 80 

Leu His Thr Gly Pro Arg Aia Leu Pro Pro Gly Pro Pro His Pro Ser 
85 90 ' 95 

Leu His Vai Ala Ala Leu Ser Leu Leu Arq 
100 105 



(2) INFORMATION FOR SEQ ID NO: 541: 

. (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 207 amino acids 
(3) TYPE: arrj.no acid 
(D) TOPOLOGY: linear 
(:ci) SEQUENCE DESCP-IPTION: SEQ ID NO : 541: 

Glu Gin Vai Leu Ala Leu Leu Trp Pro Arg Phe Glu Leu lie Leu Glu 
1 5 -10 15 

Met Asn Vai Gin Ser Vai Arg Ser Thr Asp Pro Gin Arg Leu Gly Gly 
20 25 - 30 

Leu Asp Thr Arg Pro His Tyr lie Thr Arg Arg Tyr Ala Glu Phe Ser 
35 40 45 

Ser Ma Leu Vai Ser lie Asn Gin Thr lie Pro Asn Glu Arg Thr Mec 
50 55 60 

Gin Leu Leu Gly Gin Leu Gin Vai Glu Vai Glu Asn Phe 'Vai Leu Arg 
65 70 . 75 80 

Vai Ala Aia Glu Phe Ser Ser Arg Lys Glu Gin Leu Vai Phe Leu He 
85 90 95 

Asn Asn Tyr Asp Mec Mec Leu Gly Vai Leu Met Glu Arg Ala Aia Asp 
100 105 HO 

Asp Ser Lys Glu Vai Glu Ser Phe Gin Gin Leu Leu Asn Ala Arg Thr 
115 120 125 

Gin Glu Phe He Glu Glu Leu Leu Ser Pro Pro Phe Gly Gly Leu Vai 
130 135 140 

Ala Phe Vai Lys Glu Aia Glu Ala Leu He Glu Arg Gly Gin Ala Glu 
145 150 155 150 

Arg Leu Arg Gly Glu Glu Ala Arg Vai Thr Gin Leu He Arg Gly Phe 
In5 170 175 

Gly Ser Ser Trp Lys Ser Ser Vai Glu Ser Leu Ser Gin Asp Vai Men 
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130 



18: 



190 



Arg Ser Phe Thr Asn Phe Arg Asn Gly Thr Ser He He Gin Gly 
195 200 205 



(2) INFORMATION FOR SEQ ID NO : 542: 

(i) SEQUENCE CT^RACTERISTICS : 

{A) LENGTH: 110 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 542: 

Ala Leu Leu Lys Tyr Arg ?he ?he Tyr Gin ?he Leu Leu Gly Asn Glu 
1 5 10 15 

Arg Ala Thr Ala Lys Glu He Arg Asp Glu Tyr Val Glu Thr Leu Ser 
20 25 30 

Lys He Tyr Leu Ser Tyr Tyr Arg Ser Tyr Leu Gly Arg Leu Met: Lys 
35 40 45 

Val Gin Tyr Glu Glu Val Ala Glu Lys Asp Asp Leu Met Gly Val Glu 
50 55 60 

Asp Thr Ala Lys Lys Gly Phe Xaa' Ser Lys Pro Ser Leu Arg Ser Arg 
65 70 • 75 30 

Asn Thr He Phe Thr Leu Gly Thr Arg Gly Ser Val He Ser Pro Thr 
85 90 95 

Glu Leu Glu Ala Pro He Leu Val Pro His Thr Ala Gin Arg 
100 105 110 



(2) INFORMATION FOR SEQ ID NO: 542: 

(i) SZQUENCZ CHARACTERISTICS : 

(A) LENGTH: 97 amino acids ■ 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 543: 

Glu Gin Arg Tyr Pro Phe Glu Ala Leu Phe Arg Ser Gin His Tyr Xaa 
-1 ~ ** 5 10 15 

Leu Lau Asp Asn Ser Cys Arg 'Glu Tyr Leu Phe He Cys Glu Phe Phe 
20 25 30 

Val Val- Ser Gly Pro Xaa Ala His Asp Leu .Phe His Ala Val Met Gly 
35 40 45 

Arg Thr Leu Ser Me" Thr Leu Lys His Leu Asp Ser Tyr Leu Ala Asp 
50 55 60 

Cys Tyr Asp Ala He Ala Val Phe Leu Cys He His He Val Leu Arg 
65 70 - 75 30 
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?he Arg Asn lie Ala Ala Lys Arg Asp Val Pro Ala Leu Asp Arg Tyr 
35 90 95 

Trp 



(2) blFORMATION FOR SEQ ID NO:' 544: 

(i) SEQUENCE ' CHARACTERISTICS : 

(A) LENGTH: 25 amino acids 

(3) TYPE: amino acid 

^U) 'L\Jf OLOGV : . linectr 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 544: 

Gly Gly Leu Asp Thr Arg Pro His Tyr lie Thr Arg Arg Tyr Ala Glu 
V 5 10 15 

Phe Ser Ser Ala Leu Val Ser lie Asn Gin 
' 20 25 



(2) INFORMATION FOR SEQ ID NO: 545: 

(i) SEQUENCE C-iARACTERISTICS : 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 545: 

Ser Arg Lys Glu Gin Leu Val Phe Leu lie' Asn Asn Tyr Asp Mec Mec- 
1 5 10 15 

Leu Gly Val Leu 
20 



(2) INFORMATION FOR SEQ ID NO: 546: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 411 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 546: 

Ala Leu Leu Lys Tyr Arg Phe Phe Tyr Gin Phe Leu Leu Gly Asn Glu 
1 " 5 10 15 

Arg Ala Thr Ala Lys Glu He Arg Asp Glu Tyr Val Glu Thr Leu Ser 
20 25 20 

Lys He Tyr- Leu Ser Tyr Tyr Arg Ser Tyr Leu Gly Arg Leu Mec Lys 
35 40 45 



Val Gin Tyr Glu Glu Val Ala Glu Lys Asp Asp Leu Mec Gly Val Glu 
50 55 50 
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Asp Thr Ala Lys Lys Gly Phe Xaa Ser Lys ?r: £er Leu Arg Ser Arg 
65 70 75 =: 

Asn Thr lie Phe Thr Leu Gly Thr Arg Gly Ser Yal lie Tar ?r: Thr 

' 85 90 r5 

Glu Leu GIu Ala Pro lie Leu Val Pro His Thr -_a Gin _-jrg :iaa Gl- 
100 105 210 

Gin -Arg Tyr Pro Phe Glu Ala Leu Phe Arg Ser Gin His Tyr ICaa Leu 
115 120 125 

Leu Asp Asn Ser Cys Arc Glu Tyr Leu Phe lie Cys Glu Phe ?he Val 
130 125 14 j 

Val Ser Gly Pro Xaa Ala His Asp Leu Phe His Ala v=l Met Gly Arg 
145 150 155 • . 15: 

Thr Leu Ser Mec Thr Leu Lys His Leu Asp Ser Tyr Leu Ala Arg Cys 
155 170 1"5 

Tyr Asp Ala lie Ala Val Phe Leu Cys lie His He Val Leu Arg ?he 
130 185 150. 

Arg Asn lie Ala Ala Lys Arg Asp Val Pro Ala Leu Ass Arg Tyr Trp 
195 200 ' 2C5 

Glu Gin Val Leu Ala Leu Leu Trp Pro Arg Phe Glu Leu lie Leu Glu 
210 215 220 

Hec Asn Val Gin Ser Val Arg Ser Thr Asp Prr Gin Arg Leu Gly Gly 
225 230 225 . ' 241 

Leu Asp Thr Arg Pro His Tyr lie Thr Arg Arg Tyr All Glu Pr.e Ser 
245 25C 25 5 

Ser Ala Leu Val Ser lie Asn Gin Thr lie Prs -Am. Glu Arg Thr l-iaz 
260 255 270 

Gin Leu Leu Gly Gin Leu Gin Val Glu Val Glu Asn Phe Val Leu Arg 
, 275 280 255 

Val Ala Ala Glu Phe Ser Ser Arg Lys Glu Gin Leu Val Phe Leu He 
290 295 220 

Asn Asn Tyr Asp Met Mec Leu Gly Val Leu Me" GLu Arg Ala Ala A3p 
305 310 215 320 

Asp Ser Lys Glu Val Glu Ser Phe Gin Gin Leu Leu Asr. Ala Arg Thr 
325 330 225 

Gin Glu Phe lie Glu Glu Leu Leu Ser Pro Pre Phe Gly Gly Leu Val 
- 340 345 250 

Ala Phe Val Lys Giu Ala Glu Ala Leu lie Glu Arg Gly Gin Ala Glu 
355 360 • 355 



Arg Leu Arg Gly Giu Giu Ala Arg Val Thr Gin Leu He Arg Gly Phe 
370 375 250 
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Gly Ser Ser Trp Lys Ser Ser Val Glu Ser Leu Ser Gin Asp Val Mec 
385 390 395 400 

Arc Ser ?he Thr Asn ?he Arg Asn Gly Thr Ser 
405 410 



(2) INFORMATION FOR SEQ ID NO: 547: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 303 amino acids 
■ ■ • {3> TYPE : amino acid 

ID) TO POLCG^ i- linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID HO: 547: 

Tyr Glu Gly Lys Glu ?he Asp Tyr Val ?he Ser lie Asp Val Asn Giu 
1 5 .10 15 

Gly Gly Pro Ser Tyr Lys Leu Pro Tyr Asn Thr Ser Asp Asp Pro Trp^ 
20 25 30 

Leu Thr Ala Tyr Asn Phe Leu Gin Lys Asn Asp Leu Asn Pro Met Phe 
35 40 45 

Leu Asp Gin Val Ala Lys Phe lie- He Asp Asn Thr Lys Gly Gin Met 
50 55 60 

Leu Gly Leu Gly Asn Pro Ser Phe Ser Asp Pro Phe Thr Gly Gly Gly 
65 70 N 75 ; 80 

Arg Tyr Val Pro Gly Ser Ser Gly Ser Ser Asn Thr Leu Pro Thr Ala 
35 90 95 

Asp Pro Phe Thr Gly Ala Gly Arg Tyr Val Pro Gly Ser Ala Ser Mec 
100 . . " 105 110 

Gly Thr Thr Mec Ala Gly Val Asp Pro Phe Thr Gly Asn Ser Ala Tyr 
115 120 - 125 

Arg Ser Ala Ala Ser Lys Thr Mec Asn He Tyr Phe Pro Lys Lys Glu 
130 135 140 

Ala Val Thr Phe Asp Gin Ala Asn Pro Thr Gin He Leu Gly Lys Leu 
145 150 155 150 

Lys Glu Leu Asn Gly Thr Ala Pro Giu Glu Lys Lys Leu Thr Giu Asp 
165 170 175 

Asp Leu He Leu Leu Glu Lys He Leu Ser Leu He Cys Asn Ser Ser 
180 1S5 190 

Ser Glu Lys Pro Thr Val Gin Gin Leu Gin He Leu Trp Lys Ala He 
195 200 205 

Asn Cys Pro Giu Asp lie Val Phe Pro Ala Leu Asp He Leu Arg Leu 
210 215 220 



Ser He Lys Sis Pro Ser Val Asn Giu Asn Phe Cys Asn Glu Lys Glu 
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225 -230 235 • • 240 

Giy Ala Gin ?he Ser Ser His Leu Ile.Asn Leu Leu Asn Pro Lys Giy 
245 250 235 

Lys Pro Ala Asn Gin Leu Leu Ala Leu Arc Thr Phe Cys Asn Cys Phe 
250 255 270 

Vai Giy Gin Ala Giy Gin Lys Leu Mec Mec Ser Gin Arc Glu Ser Leu 
275 2S0 235 

Mec Ser His Ala lie Glu Leu Lys Ser Giy Ser Asn Lys Asn lie 
290 • 295 300 

(2) INFORMATION FOR SEQ ID NO: 543: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: IS amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 543: 

His lie Ala Leu Ala Thr Leu Ala Leu Asn Tyr Ser Vai Cys Phe His 
15 10 15 

Lys Asp 



(2) INFORMATION FOR SEQ ID NO: 549: 

(i) SEQUENCE CRZ^CTSRISTZCS : 

I A) LENGTH: 4 9 amino acids 

(B) TYPE: amino acid 

( D ) TOPOLOGY : 1 inear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 549: 

His Asn lie' Glu Giy Lys Ala Gin Cys Leu Ser Leu He Ser Thr .He 
1 5 ■ 10 15 

Leu Glu Vai Val Gin Asp Leu Glu Ala Thr. Phe Arg Leu Leu Vai Ala 
.20 25 30 ' 

Leu Giy Thr Leu lie Ser Asp Asp Ser Asn Ala Val Gin Leu Ala Lys 
35 40 45 

Ser 



(2) INFORMATION FOR SEQ ID NO: 550: 

(i) SZQUENCZ CHARACTERISTICS : 

(A) LENGTH: 3 0 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 550: 

Leu Gly Val Asp Ser Gin lie Lys Lys Tyr Ser Ser Val 5er Giu. Pro 
1 5 10 15 

Ala Lys Val Ser Glu Cys Cys Arg Phe lie Leu Asn Leu Leu 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 551: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 400 amine acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 551: 

Tyr Glu Gly Lys Glu Phe Asp Tyr Val Phe Ser lie Asp Val Asn Glu 
1 5 .10 15 

Gly Gly Pro Ser Tyr Lys Leu Pro Tyr Asn Thr Ser Asp Asp Pro Trp 
20 25 30 

Leu Thr- Ala Tyr Asn Phe Leu Gin Lys Asn Asp Leu Asn Pro Met Phe 
35 40 : 45 

Leu Asp Gin Val Ala Lys Phe lie lie Asp Asn Thr Lys Gly Gin Met 
50 55 60 

Leu Gly Leu Gly Asn Pro Ser Phe Ser Asp Pro Phe Thr« Gly Gly Gly 
65 70 75 ' 80 

Arg Tyr Val Pro Gly Ser Ser Gly Ser Ser Asn Thr Leu Pro Thr Ala 
85 90 95 

Asp Pro Phe Thr Gly Ala Gly Arg Tyr Val Pro Gly Ser Ala Ser Met 
100 105 110 

Gly Thr Thr Met Ala Gly Val Asp Pro Phe Thr Gly Asn- Ser Ala Tyr 
115 '" 120 " 125 

Arg Ser Ala Ala Ser Lys Thr Met Asn lie Tyr Phe Pro Lys Lys Glu 
130 135 140 

Ala Val Thr Phe Asp Gin Ala Asn Pro Thr Gin lie Leu Gly Lys Leu 
-145 150 155 ISO 

Lys Glu Leu Asn Gly Thr Ala Pro Giu Glu Lys Lys Leu Thr Glu Asp 
165 170 175 

Asp Leu lie Leu Leu Giu Lys lie Leu Ser Leu lie Cys Asn Ser Ser 
180 135 190 

Ser Giu Lys Pro Thr Val Gin Gin Leu Gin lie Leu Trp Lys Ala lie 
195 200 205 

Asn Cys Pro Glu Asp lie Val Phe Pro Ala Leu Asp lie Leu Arg Leu 
210 215 220 
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Ser lie Lys His Pro Ser Val Asn Glu Asn Phe Cys Asn Glu Lys Glu 
225 230 235 240 

Gly Ala Gin ?he Ser Ser His Leu He Asn Leu Leu Asn Pro Lys Gly 
245 250 255 

Lys Pro Ala Asn Gin Leu Leu Ala Leu Arg Thr Phe Cys Asn Cys Phe 
260 ' 265 270 

-Val Gly Gin "Ala Gly Gin Lys Leu Mec Mec Ser Gin Arg Glu Ser Leu 
275 280 285 

Met Ser His Ala lie Glu Leu Lys Ser Gly Ser Asn Lys Asn He His 
290 295 300 

He Ala Leu Ala Thr Leu Ala Leu Asn Tyr Ser Val Cys Phe His Lys 
205 310 315 320 

Asp His Asn lie Glu Gly Lys Ala Gin Cys Leu Ser Leu lie Ser Thr 
325 330 - 325 

He Leu Glu Val Val Gin Asp Leu Glu Ala Thr ' Phe Arg Leu Leu Val 
340 345 350 

Ala Leu Gly Thr Leu He Ser Asp Asp Ser Asn Ala Val Gin Leu Ala 
355 360 , 365 

Lys Ser Leu^ Gly Val Asp Ser Gin lie Lys Lys Tyr Ser Ser Val Ser 
370 375 380 

Glu Pro Ala Lys Val Ser Glu Cys Cys Arg Phe He Leu Asn Leu Leu 
335 330 395 400 



(2) INFORMATION FOR SEQ ID NO: 552: 

(i) SEQUENCE ' CHARACTERISTICS : - 

(A) LENGTH: 12 9 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO : 552: 

Tyr Pro Asn Gin Asp Gly Asp He Leu Arg Asp Gin Val Leu His Glu 
1 5 10 15 

His He Gin Arc Leu Ser Lys Val Val Thr Ala Asn His Arg Ala Leu 
20 25 30 

Gin lie Pro Glu Val Tyr Leu Arg Glu Ala Pro Trp Pro Ser Ala Gin 
3 5 40 45 

Ser Glu He Arg Thr He Ser Ala Tyr Lys Thr Pro Arg Asp Lys Val 
50 55 60 



Gin Cys He Leu Arg Mec Cys Ser Thr He Mec Asn Leu Leu Ser Leu 
65 70' 75 80 
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Ala Asn Glu Asp Ser Val Pro Gly Ala Asp Asp ?he Val Pro Val Leu 
85 90 95 

Val ?he Val Leu lie Lys Ala Asn Pro Pro Cys Leu Leu Ser Thr Val 
100 105 110 

Glr. Tyr lie Ser Ser ?he Tyr Ala Ser Cys Leu Ser Gly Glu Glu Ser 
115 120 125 

Tyr Trp Trp Met Gin Phe Thr Ala Ala Val Glu 
130 135 



(2) INFOPJUATION FOR SEQ ID NO: 553: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 144 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 553: 

Tyr Pro Asn Gin Asp Gly Asp lie Leu Arg Asp Gin Val Leu His Glu 
i 5 10 *15 

His lie Gin Arg Leu Ser Lys Val Val Thr Ala Asn His Arg Ala Leu 
20 25 .30 

Gin He Pro Glu Val Tyr Leu Arg Glu Ala Pro Trp Pro Ser Ala Gin 
35 40 45 

Ser Glu He Arg Thr He Ser Ala Tyr Lys Thr Pro Arg Asp Lys Val 
50 __55 , SO • 

Gin Cys He Leu Arg Met Cys Ser Thr He Met Asn Leu Leu Ser Leu 
55 ,70 75 30 

Ala Asn Glu Asp Ser Val Pro Gly Ala Asp Asp Phe Val Pro Val Leu 
85 90 95 

Val Phe Val Leu He Lys Ma Asn Pro Pro Cys Leu Leu Ser Thr Val 
100 105 110- 

Gin Tyr He Ser Ser Phe Tyr Ala Ser Cys Leu Ser Gly Glu Glu Ser 
115 120 125 

Tyr Trp Trp Met Gin Phe Thr Ala Ala Val Glu Phe He Lys Thr He 
130 135 140 



(2) INFORMATION FOR SEQ ID NO: 554: 

. (i) SEQUENCE CHARACTERISTICS : 

(A} LENGTH: 14 amino acids 
(3) TYPE: amino acid 
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(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 554: 

T\t Pro Asn Gin Asp Giy Asp lie Leu Arg Asp Gin Val Leu 
15 10 



(2) INFORMATION FOR SEQ ID NO: 555 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: II amino acids 
(3) TYPE : amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 555: 

Glu Ala Pro Trp Pro Ser Ala Gin Ser C-lu lie 
1 . 5 10 



(2) INFORMATION FOR SEQ ID NO: 556: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 amino acids 

(3) TYPE: amino" acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ • ID NO : 55b: 

Ser Giy Glu Glu Ser Tyr Trp -Trp Met Gin Phe Thr Ala Ala Val Glu 
1.5" 10 15 

Phe lie Lys Thr lie 
20 



(2) INFORMATION FOR SEQ ID NO: 557: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 557: - ■ 

Ala Asp Asp Phe Val Pro Val Leu Val Phe Val Leu He Lys Ala Asn 
1 5 10 % 15 



(2) INFORMATION FOR SEQ ID NO : 558: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 12 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(Xi) SZQUzNCZ DESCRIPTION: SEQ ID NO: 55S: 
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Tyr _f-ys ,Thr Pro A^g Asp Lys Val Gin Cys lie Leu 
- 5 10 



(2) INFORMATION FOR SEQ ID NO: 559: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 15 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 559: 

Gly Ma Asp Asp Phe Val Pro : Vai Leu Val Phe Val Leu lie Lys 
1 5 10 15 



(2) INFORMATION FOR SEQ ID NO: 560: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION :' SEQ ID NO: ,560: 

Pro Val Leu Val Phe Val Leu He Lys Ala Asn Pro 
^ 5 10 



(2) INFORMATION FOR SEQ ID NO: 561: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 17 amino acids 

.(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 56 i: 

Ser Ala Arg Ala Ser Thr Gin Pro Pro Ala Gly Gin His Pro Giv Pro 
1 5 10 15 



(2) INFORMATION FOR SEQ ID NO: 562: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 amino acids 
(3) iyp£ : amino acid 
<D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 552: 



Men Pro Gly Arg Trp Arg Trp Gin Arg Asp Met His Pro Ala Arg Lys 
1 ^ 10 15 V 

Leu Leu Ser Leu Leu Phe Leu He Leu Met Gly Thr Glu Leu Thr Gin 
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Asp 



649 



25 



(2) INFORMATION FOR SEQ ID NO: 563: 

10 (i) SEQUENCE C>TARACTERISTICS : 

(A) LENGTH: 19 amino acids 
(E) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ. ID NO : 563: 



15 



20 



25 



Qer ^a Ala Pro Aso Ser Leu Leu Arg Ser Ser Lys Gly Ser Thr Arg 
i 5 10 1^ 

Gly Ser Leu 



(2) INFORMATION FOP- SEQ ID NO: 564: 



(2.) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 
(5) TYPE : amino acid 
<D) TOPOLOGY : linear 
30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 564: 

Ala Ala He Val He Trp Arg Gly Lys Ser Giu Ser Arg He Ala Lys 
= 10 15 



35 Thr Pro Gly He 
20 



40 (2) INFORMATION FOR SEQ ID NO : 565: 

(i) SEQUENCE CHARACTERISTICS: 

' (A) LENGTH: 1*7 amino acids 
(3) TYPE: amino acid 
45 (D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 565: 



50 



Pro Leu Gly He Thr Leu Pro Leu Gly Ala Pro GIu Thr Gly Gly Gly 
1 5 10 IS 



Aso 



00 



(2) INFORMATION FOR SEQ ID NO: 566: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 
60 (3) TYPE : amino acid 
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(D) TOPOLOGY: linear 
{xi) SEQUENCE DESCRIPTION: SZQ ID NO: 566: 

Cys Ala Ala Giu Thr Trp Lys Gly Ser Gin Arc Ala Gly Gin Leu Cys 
*1 5 10 15 

Ala Leu Leu Ala 
20 



(2) INFORMATION FOR SZQ ID NO: 557: 

(i) SZQUZXCZ CHARACTERI 3T I C S : 

(A) LENGTH: 20' amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear ■ 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 557 : 

Phe Arc Gly Gly Gly Thr Leu Va,l Leu Pro Pro Thr His Thr Pro Giu 
1 ' 5 J 10 15 - 

Trp Leu He Leu 

20 



(2) INFORMATION FOR SEQ ID NO: 568: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 22 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 553: 

Met Arc Ser Ala Arg Pro Ser Leu Gly Cys Leu Pro Ser Trp Ala Phe 
15 10 15 

Ser. Gin Ala Leu Asn He 
20 



(2) INFORMATION FOR SEQ ID NO : - 5 6 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amino acids 

(3) TYPE: amino acid 

(D) TOPOLCGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 559: 

Leu Leu Gly Leu Lys Gly Leu Ala Pro Ala Giu He Ser Ala Val Cys 
1 " *5 .10 15 

Giu Lys Gly Asn. Phe Asn 
20 



(2) INFORMATION FOR SEQ ID NO: 570: 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 26 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 570: 

Val Ala His Gly Leu Ala Trp Ser Tyr Tyr lie Gly Tyr Leu Arg Leu 
1 - 5 10 15 

lis Leu Pro Giu Leu Gin Ala .Arg lie Arg 

20. 25 



(2) INFORMATION FOR SEQ ID NO : 571: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH-: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 571: 

Thr Tyr Asn Gin His Tyr Asn Asn Leu Leu Arg Gly Ala Val Ser Gin 
1,5 10 15 



(2) INFORMATION FOR SEQ ID NO: 572: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(3) TYPE; amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 572: 

He Leu Leu Pro Leu Asp Cys Gly Val Pro Asp Asn Leu Ser Met Ala 
15 10 15 

Asp Pro Asn He Arg Phe Leu Asp Lys Leu Pro Gin Gin Thr Gly Asp 
20 25 30 - 

Arg Ala Gly lie Lys Asp Arg Val Tyr Ser Asn 
35 40 



(2) INFORMATION FOR SEQ ID NO: 572: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 45 amino acids 

(3) TYPE: amino acid 
•(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 573: 

Ser He Tyr Giu Leu Leu Glu Asn Gly Gin Arg Ala Gly Thr Cys Val 
15 10 15 
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Leu Giu Tyr Ala. Thr Pro Leu Gin Thr Leu ?he Ala Mec Ser Gin Tyr 
20 25 30 

Ser Gin Ala Gly Phe Ser Gly Glu Asp Arg Leu Giu Gin 
35 ' 40 ' 45 



(2) INFORMATION FOR SEQ ID NO: 574: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 92 amino acids 

(B) TYPE: amino acid 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 574: 

Ala Lys Leu Phe Cys Arg Thr Leu Glu Asp lie Leu Ala Asp Ala Pro 
I *5 10 15 

Glu Ser Gin Asn Asn Cys Arg Leu lie Ala Tyr Gin Glu Pro Ala Asp 
20 25 30 

Asp Ser Ser Phe Ser Leu Ser Gin Glu Val Leu Arg His Leu Arg Gin 
~35 40 45 

Glu Giu Lys Giu Glu Val Thr Val Gly Ser Leu Lys Thr Ser Ala Val 
50 " 55 60 

Pro Ser Thr Ser Thr Met: Ser -Gin Glu Pro Glu Leu Leu He Ser Gly 
65 70 75 80 

Mec Giu Lvs Pro Leu Pro Leu Arg Thr Asp Phe Ser 
85 90 



(2) INFORMATION FOR SEQ ID NO: 575: 

(i) SEQUENCE CHARACTERI ST ICS : 

(A) LENGTH: 43 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 575: 

Leu Leu Gly Leu Lys Gly Leu Ala Pro Ala Giu He Ser Ala Val Cys 
1 * "5 10 15 . 

Glu Lys Gly Asn Phe Asn Val Ala His Gly Leu Ala Trp Ser Tyr Tyr 
20 25 30 

He Glv Tyr Leu Arg Leu He Leu Pro Glu Leu 
35 " 40 



(2) INFORMATION FOR SEQ ID NO: 576: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 22 amino acids 
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•:3) TYPE: amino acid " 
[D) TCPOLCGY: linear 
<;ci) SZ^uE^CE DESCRIPTION : 5 HQ ID NO : 57 6: 

Thr Lys leu Leu Lys Leu Arg Arg Asn lie Val Lys Leu Ser Leu 

1 5 10 15 

Tyr Arg Rls ?r_s Thr Asn 

2: 



(2) "ZTZC-.rZZi: ECR 5ZQ ID NO: 577: 

(i) SZ-QCZNCE O-IArACTEPJI ST ICS : 

(A) LH2 ?GTH : 2 2' amino acids 

(3) TYPE: amino acid 

■D) TOPOLOGY: linear 
(xi) SEQ-UE27CE DESCRIPTION : SEQ ID NO: 577: 

Thr Leu He Leu Ala Val Ala Ala Ser He Val Phe He He Trp Thr 
1 5 - 10 15 

Thr Lys ?he Arg He 



ECR SEQ ID MO: 573: 

(i) SZQCZMCZ CaMCTERISTICS : 

(A) LZ::GTH: 28 amino acids 

'3) TYPE: amino acid 
1/ TOPOLOGY: linear 
(Mi ) SE-QUE2TCE DESCRIPTION: SEQ ID MO: 57 8: 

Val Thr Cys Glr. Ser Asp Trp Arg Glu Leu Trp Val Asp Asp Ala He 
1 5 " 10 15 

Leu Phe Ser Met. He Leu Phe Val lie 
22 25 



(2) riFGSS&riCN FOR SEQ ID NO: 579: 

(i) SEQUENCE CHARACTERISTICS: 

{.A) LENGTH: 27 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SZQUErTCE DESCRIPTION : SEQ ID NO: 579: 

Met Val Leu Trp Arg Pro Ser Ala Asn Asn Gin Arg Phe Ala Phe Ser 
15 10 15 



Pro Leu Ser Glu; Glu Glu Glu Glu Asp Glu Gin 
20 25 
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(2) INFORMATION FOR SEQ ID NO: 530: 

(i) SEQUENCE C*A?ACTERI5TICS: 

(A) LENGTH: 27 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 530: 

Met Val Leu Trp Arg Pro Ser Ala Asn Asn Gin Arc Phe Ala Phe Ser 
1 • ' 5 10 15 

Pro Leu Ser Glu Glu Glu Giu Glu Asp Glu Gin - 
20 25 



(2) INFORMATION FOR SEQ ID NO: 531: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 35 amino acids 
- • (3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 531: 

Lys Giu Pro Met Leu Lys Glu Ser Phe Glu Gly Met Lys Met Arg Ser 
1 5 , 10 15 

Thr Lys Gin Giu Pro Asn Gly Asn Ser Lys Val Asn Lys AJ.a Gin Giu 
20 25 30 

Asp Asp Leu 
35 



(2) INFORMATION FOR SEQ ID NO: 532: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 37 amino acids 

(E) TYPE: amine acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 532: 

Lys Trp Val Glu Glu Asn Val Pro Ser . Ser Val Thr Asp Val Ala Leu 
15 10 15 

Pro Ala Leu Leu Asp Ser Asp Glu Glu Arg Met lie Thr His Phe Glu 
. 20 25 30 

Arg Ser Lys Met Giu 
35 



(2) INFORMATION FOR SEQ ID NO: 533: 

(1) SZQU2<ICZ CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

.(3.) TYPE amino acid 

(D) TOPOLOGY: linear 
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Asp Pro .srr Vel .--7 leu Asr. Ser leu 7lr Cy3 Lys Hlus He Pie 11 = 

Ser Leu Thr Gin 
2 J 



(2). INFORMATICS ?C?. - MO: :;4: 

( i ) SSCrJENCi C^JA-lT^-rri II : 

(A) Hl^TTH: 11 2 *zi±z 

(5) 71—: -7^.d erid 
(D) TCPli:~i : l_u=e_r 

(xl) SZQUZi:3Z D^—J^Tm;: £31 — 5:4: 

Tyr Glu Pro Me: .^c ?-= Ilee Sfisi Ala leu lie 7yr Asp 

i s i: 



(2) INFORHAIIIIIJ ?C?. £ZQ ID :TO : 5=5: 

(l) - sz.^'JEi-r-iz -z-i^act^?-~i£: 

(A) HZ'—-:: 1^ exur.o erids 
(3) r.— : srdrLO ezil 
(D) TC^IllT/: lireer 

(xi) sz^uzi:zz dssit^t:::::: iz; n ro: ill 



lie Arg His Glu Leu Hur Vel leu .-_rr Arr Thr ---7 r—r> Ale lys Ale 
i " 5 1". ' 15 



(2) INFOHMATICN ?C?. ZZiZ H 233: 

(i) sz^uasci rwCTH?;rn 27: 

(A) LZUGTS: 1j etuux: eriis 
(5) 1VFE: =nuur-o euid 



(D) 7CPOLCGY: lir.eer 
(xij szgunrcz rzsi?-iPTi^r: zz 5 = 5: 

Mec Asp ?he Ilea Ke~ Ale leu lie 7yr Arr 

i 5 i: 



(2) INFORMATION 71 R S3Q ZD 2jO: 5=7: 

(i) SZQUEKCZ 17-l-_ r A7T^?-I 17 ICS : 

"(A) HUGO!: 14 ?.~ ic ec^rs 

(3) TVPZ: E^uur.0 ezii 

(D) TCPOllGV : iiiiaar 
(xi) SZIQUZIZCZ ZZSZt^TIZlI: EEQ ID I'D: : 
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Met Gin Glu Met Met Arg Asn Gin As? Arg Ala Leu Ser Asn Leu Giu 
1 5 10 15 " 

Ser He Pro Gly Gly Tyr Asn Ala 
20 



(2) INFORMATION FOR SEQ ID NO: 53S : 

(i) SEQUENCE CKAKACTERISTICS : 

(A) LENGTH: 25 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(vj_i c^.nrrnMr-c nrcrprprTAM. c?n tt\ *Vi . coo . 

Leu Arg Arg Met: Tyr Thr Asp lie Gin Glu Pro Met Leu Ser Ala Ala 
15 10 15 

Gin Glu Gin Phe Gly Gly Asn Pro Phe 
20 25 



£2) INFORMATION FOR SEQ ID NO: 539: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 32 amino acids 
(3)' TYPE: amino acid 
(D) TOPOLOGY: linear 
• (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 535: 

Ala Ser Leu Vai Ser Asn Thr Ser Ser Gly Glu Gly Ser Gin Pro Ser 
1 5 10 15 

Ar-g Thr Glu 'Asn Arg As? Pro Leu Pro Asn Pro Trp Ala Pro Gin Thr 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 590: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 590: 

Ser Gin Ser Ser Ser Ala Ser Ser Gly Thr Ala Ser Thr Val Gly Gly 
i 5 10 15 

Thr Thr Gly Ser Thr Ala Ser Gly Thr Ser Gly Gin Ser Thr Thr Ala 
20' 25 30 



Pro Asn Leu Val Pro Gly Val Gly Ala Ser Met Phe Asn Thr Pro Gly 
25 -40 45 
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Mec Gin Ser Leu Leu Gin Gin lie Thr Glu Asn Pro Gin Leu Msc Gin 
50 55 50 

Asn Mec Leu Ser Ala Pro Tyr 
65 70 



(2) INFORMATION FOR SEQ ID MO: 591: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LEMGTH: 45 amine acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : " SEQ ID NO: 591: 

Mec Arg Ser Mer Met. Gin Ser Leu Ser Gin Asn Pro Asp Leu Ala Ala 
1 5 ,10 15 

Gin- Met Mec Leu Asn Asn Pre Leu Phe Ala Gly Asn Pro Gin Leu Gin 
20 25 '30 

Glu Gin Me- Arg Gin Gin Leu Pro Thr Phe Leu Gin Gin 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 5 92:- 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 73 amino acids 

(3) TYPE : amino acic 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 592: 

Met: Gin Asn Pro Asp Thr Leu Ser Ala Met Ser Asn Pro Arc Ala Met 
15 10 15 

Gin Ala 'Leu Leu Gin He Gin" Gin Gly Leu Gin Thr Leu Ala Thr' Glu 
20 25 30 

Ala Pro Gly Leu He Pro Gly Phe Thr Pro Gly Leu Gly Ala Leu Gly 
35 40 45 

Ser Thr. Gly Gly Ser Ser Gly Thr Asn Gly Ser Asn Ala Thr "Pro Ser 
50 55 50 

Glu Asn Thr Ser Pro Thr Ala Gly Thr 
65 70 



(2) INFORMATION FOR SEQ ID NO: 593: 

(i) SEQUENCE CHARACTERISTICS : 

• (A) LENGTH: 72 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 593: 
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Pro Gly -His Gin Gin ?he He Gin Gin Mec Leu Gin Ala Leu 
5 10 15 ' 

7=1 Asn Pro Gin Lau Gin Asn Pro Glu Vai Arg Phe Gin Gin 

20 * 25 - 30 

Gli Gin Leu Ser Ala Mec Giy Phe Leu Asn Arc Giu Ala Asn 
35 40 45 

Ala Leu lie Ala Thr Gly Gly As? lie Asn Ala Ala He Glu 

55- 60 

Leu Gly Ser Gin Pro Ser 
70 



■2) H3C?:C-.TION FOR SEQ ID NO: '594: 

(i) SEQUENCE CHARACTERISTICS : 

{A) LENGTH: 45 amino acids 

(3) TYPE : amino acid 

ID) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 594: 

Arc Asn Pro Ala Me^ Mec Gin Glu Met Met Arc Asn Gin Asp Arc Ala 
1 5 10 - 15 

Leu Ser Asn Leu Glu Ser lie Pro Giy Gly Tyr Asn Ala Leu Arg Arg 
20 25 30 

Ke- Tyr Thr Asp He Gin Glu Pro Met Leu Ser Ala Ala 
35 40 , 45 



(2) Z—Pl-r-T-ION FOR SEQ ID NO: 5 95: 

(i) SEQUENCE CHARACTERISTICS.: 

(A) LENGTH: 13 amino acids 
(5) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCF.IPTION: SEQ ID NO: 595: 

Giy Asn Pro Phe Ala Ser Leu Vai Ser Asn Thr Ser Ser 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 596: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: II amino acids . 

(B) TYPE: amino -acid 
(D) TOPOLOGY: linear 

(Mi) SEQUENCE DESCRIPTION: SEQ ID NO: 596: 

Giu Asn Arg Asp Pro Leu Pro Asn Pro Trp Ala 
15 10 
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(2)' INFORMATION FOR SEQ ID NO: 597: 

(i) .SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 17 arru.no acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5S7 : 

Giy Lys He Leu Lys Asp Gin Asp Thr Leu Ser Gin His Gly He His 
.1 . 5 10 15 

Asp 



(2) INFORMATION FOR SEQ ID NO: 598: 

(i) SZQU^siCZ CHARACTERISTICS : 

(A) LENGTH : 14 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 593: 

Giy Leu Thr Val His Leu Val He Lys Thr Gin Asn Arc Pro 
15 10 



(2) INFORMATION FOR SEQ ID NO : 599: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: IS amino acids 

(B) TYPE : amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 599: 

Ser Glu Leu Gin Ser Gin Mec Gin Arg Gin Leu Leu Ser Asn Pro Glu- 
1 5 10 15 



(2) INFORMATION FOR SEQ ID NO: 500: 

(i) SEQUZbJCS CHARACTERISTICS : 

(A) LENGTH: 14 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 500: 



Pro Glu He Ser His Mec Leu Asn Asn Pro Asp He Mec Arg 
1.5 10 
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(2) INFORMATION FOR SEQ ZD NO: €01: 

(i) se£uz:;cz c-ia-actzfiftics -. 

(A) LENGTH: IS ar^ino acids 
(3) TYPE: asiir.o acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE D2SCF.ZP7Z2:: SEQ ZD \'Z: €01: 

Arg Gin Leu He llec Ala Asn Pre Gin Mec Gin Gin Lau He Gin Acg 

i '5 i: is 

Asn Pro 



(2) INFORMATION FOR SEQ ZD NO: €02: 

(i) ra^ACTSISTICS: 

(A) LENGTH- 27 arcir.o acids 

(3) TYPE: amino acid i 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DE3C3I??ICN: SEQ ED NO: €02: ■ 

Asn Leu Cys His Val Asp Cys Gin Asp Leu Leu Asn Pro Asn Leu leu 
1 5 ,10 15 

Ala Gly He His Cys Ala Lys Arg lie Val Ser 
20 25 



{2) INFORMATION FOR SEQ ID NO: €03: 

(i) SSQUS3CE C-G^AjCT£=I3TICS: 

(A) LENGTH: 23 arcLno acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SFQUZNCF DESCRIPTION: SEQ ZD ::: : 503: 

Leu Asp Gly ?he Glu Gly Tyr Ser Leu Ser Asp Trp Leu 'lys Leu Ala 
1 ' 5 L0 15 

Phe Val Glu Ser Lys Phe Asn 
20 



(2) INFORMATION FOR SFQ ID NO: 504: 

(i) SEQUENCE C-ThFACTZFISTICS: 

(A) LENGTH: 22 amino acids - 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCPZPTI'CN : SEQ ID NO: €04: 

Asn Glu Asn Ala Asp Gly Ser Phe Asp Tyr Gly Leu Phe Gin He Asn 
1 5 13 15 

Ser His Tyr Trp Cys Asn 
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20 



(2) INFORMATION FOR SEQ ID NO: 605: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH:- 27 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 505: 

Asn Leu Cys His Val Asp Cys Gin Asp Leu Leu Asn Pro Asn Leu Leu 
1 5 10 15 

Ala Gly lie His Cys Ala Lys Arg lie Val Ser 
20 25 



(2) INFORMATION FOR SEQ ID NO: 606: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 
(E) TYPE: amino acid 
(D) TOPOLCCY: linear 

(xi) SEQUENCE DESCRIPTION': SEQ ID NO: 60S: 

lie Arg Giu Val Asn Glu Val lie Gin Asn Pro Ala Thr 
1.5 10 



(2) INFORMATION FOR SEQ ID NO: 607: 

{1} SEQUENCE CHARACTERISTICS : 

(A) LENGTH:- 3 0 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 607: 

lie Thr Arg lie Leu Leu Ser His Phe Asn Trp Asp Lys Glu Lys Leu 
15 10 15 

Mec Giu Arg Tyr Phe Asp Gly Asn Leu Glu Lys Leu Phe Ala 
20 " 25 30 



(2) INFORMATION FOR SEQ ID NO: 608: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 608: 

Asn Thr Arg Ser Ser Ala Gin Asp Met Pro Cys Gin He Cys Tyr Leu 
15 10 15 
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Asn Tyr Pro Asn Ser Tyr ?he 
20 



(2) INFORMATION FOR SZQ ID NO: 60S : 

(i) SEQUENCE CTiARACTERISTICS : 

(A) LENGTH : 50 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 509: 

Cyz ~^zz II o Lou Val Asp --'= r r. a sn Thr Val Mec Ar~ Leu lie Thr Asp 
1 5 10 15 

Ser Lys Val Lys Leu Lys Tyr Gin Kis Leu lie Thr Asn Ser ?he Val 
20 25 30 

Glu Cys Asn Arg Leu Leu Lys Trp Cys Pro Ala Pro Asp Cys His His 
35 40 45 

Val Val Lys Val Gin Tyr Pro Asp Ala Lys Pro Val 
• 50 55 50 



(2) INFORMATION FOR SEQ ID NO: 610: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 52 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 610: 

Cys Asp He Leu -Val Asp Asp Asn Thr Val Mec Arg Leu He Thr Asp 
1 5 10- 15 

Ser Lys Val Lys Leu Lys .Tyr Gin His Leu He -Thr 'Asn Ser Phe Val 
20 ' 25 30 • 

Glu Cys Asn Arg Leu Leu Lys Trp Cys Pro Ala Pro Asp Cys. His His 
35 40 45 

Val Val Lys Val 
• 50 



(2) INFORMATION FOR SEQ ID NO: 611: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 60 amino acids 
(3) TYPE: amino acid 
•■ (D) TOPOLOGY: linear 
' (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 611: 

Gly Cys Asn His Meo Val Cys Arg Asn Gin Asn Cys Lys Ala Glu Phe 
1 .5 10 15 
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Cys Trp Val Cys Leu Giy Pro Trp Giu Pro His Giy Ser Ala Trp Tyr 
20 25 30 

Asn Cys Asn Arg Tyr Asn Giu Asp Asp Ala Lys Ala Ala Arg Asp Ala 
35 40 45 

Gin Giu Arg Ser Arg Ala Ala Leu Gin Arg. Tyr Leu 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 612: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : SO amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 512 : 

Phe Tyr Cys Asn Arg Tyr Met His Mec Gin Ser Leu Arg Phe Giu 

1'5 10 15 

His Lys Leu Tyr Ala Gin Val Lys Gin Lys Met: Giu Giu Mec Gin Gin 
20 25 30 

His Asn Mec Ser Trp lie Giu Val Gin Phe Leu Lys Lys Ala Val Asp 
35 40 ' 45 

Val Leu Cys Gin Cys Arg Ala Thr Leu Mec Tyr " Thr 
50 55 60 ' 



(2) INFORMATION FOR SEQ ID NO: 613: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : ^ 6 0 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY -. linear 
(Xi) SZQUZXCE DESCRIPTION: SEQ ID NO: 613: 

Tyr Val Phe Ala Phe Tyr Leu Lys Lys Asn Asn Gin Ser lie He Phe 
15 10 15 

Giu Asn Asn Gin Ala Asp Leu Giu Asn Ala Thr Giu Val Leu Ser Giy 
20 25 30 

Tyr Leu Giu Arg Asp He Ser Gin Asp Ser Leu Gin Asp He Lys Gin 
35 40 45 

Lys Val Gin Asp Lys Tyr Arg Tyr Cys Giu' Ser Arg 
50 55 50 



(2) INFORMATION FOR SEQ ID MO: 614: 

( i ) SEQUENCE CHAKACTERI ST ICS : 

{ A} LENGTH: 37 amino acids 
(3) TYPE: amino acid 
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(D) TOPOLOGY : linear 
Ui) SEQUENCE DESCRIPTION : SEQ ID NO: 614: 

Thr Gly Leu Glu Cys Giy His Lys Phe Cys Mec Gin Cys Trp Ser Giu 
i 5 10 15 

Tyr Leu Thr Thr Lys lie Mec Giu Glu Giy Mec Giy Gin Thr He Ser 
20 25 ' 30 

Cys Pro Ala His Giy 
35 



12) INFORMATION r'jR SEQ ID lyO: CIS. 

(i) SEQUENCE CHARACTERISTICS : 

(A) LEMGTH : 21 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 515: 

Mec Trp Gly Tyr Leu Phe Val Asp Ala Ala Trp Asn Phe Leu Gly Cys 
1 5 10 15 

Leu lie Cys Gly Trp 
20 



(2) INFORMATION FOR SEQ ID NO: 616: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 46 amino acids 

(E) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 616: 

Mec His Phe He Ser Ser Giy Asn Val Ser Ala He Arg Ser Ser He 
1 5 10 15 

Leu Leu Leu Arg Xaa Ser Leu Ser Tyr Leu Giy Asn Cys Leu Arg Val 
20 25 30 • 

Ser Ala He Phe Val Tyr Phe Leu Leu Phe Leu Leu' Leu Ser 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 617: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 517: 



Mec Asp Gin Ala Leu Arg Gly Ser Pro Ser Glu Gly Phe Ser Thr Asp 
1 5 10 15 
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Pro Ser Pro Pro Gin Val Gly Arg 
. 20 

Arg Arc Leu Val Leu Pro Lys .--la 

35 40 

Trp Trp Leu Cys Val ?he Lys Leu 
50 55 

His Ale Tyr Asn Ser Ser lie Leu 
55" ' 70 



Gin lis Pro Ser F he Pro Pro Trp 
25 ' 30 

Ser Gly Cys ?he Leu Glu Arg Glu 
45 

Arg Thr Arg Pro Gly .Ale Glu Ale 
60 

Gly Gly Arg Gly Lys Gly He Thr 
75 30 



( 2 ) . INFORMATION FOR SEQ ID MO: 613: 

CiJ' SEQUENCE CHAPACTERXSTICS : 

(A) LENGTH: 131 amino acids 

(3) TYPE: amino acid 

CD) TOPOLOGY: linear 
(:-:i) SEQUENCE DESCRIPTION: SEQ ID NO: 518: 

Met Leu Pro Ala Leu Ala Ser Cys Cys His Phe Ser Pro Pro Glu Gin 
"1 5 '« 10 15 • 

Ala Ala Arg Leu Lys Lys Leu Gin Glu Gin Glu Lys Gin Gin Lys Val 
20 25 30 

Glu Phe Arg Lys Arg Met Glu Lys Glu Val' Ser Asp Phe He Gin Asp 
3 5 40 4S 

Ser Gly Gin He Lys Lys Lys Phe Gin Pro Met Asn Lys He Glu Arg 
50 55 60 

Ser He Leu Kis' Asp Val Val Glu Val Ala Gly Leu Thr Ser Phe Ser 
65 70 75 80 

Phe Gly Glu Asp Asp Asp Cys Arg Tyr Val Met lie Phe Lys Lys Glu 
35 90 95 

Phe Ala Pro Ser Asp Glu Glu Leu Asp Ser Tyr Arg Arg Gly Glu Glu 
" 100 105_ 110 

Trp Asp Pro Gin Lys Ala Glu Glu Lys Arg Asn Xaa Lys Glu Leu Ala 
115 120 125 

Gin .Arg Gin 
130 



(2) INFORMATION FOR SEQ ID NO: 619: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 75 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 5I9-: 

Glu Glu Glu Ala Ala Gin Gin Gly Pro Val Val Val Ser Pro Ala .Ser 
I 5 1Q 15 

Asp Tyr Lys Asp Lys Tyr Ser His Leu He Gly Lys Gly Ala Ala Lys- 
20 25 30 

Asp Ala Ala His Mec Leu Gin Ala Asn Lys Thr Tyr Gly Cys Xaa Pro 
35 40 45 

Val Ala Asn Lys Arg Asp Thr Arc Ser lie Glu Glu Ala Mec Asn Glu" 
50 55 60 

He Arc Ala Lys Lys Arg Leu; Arg Gin Ser Gly Glu 
£5 70 75 



(2) INFORMATION FOR SEQ ID MO: 620: 

(i) SEQUENCE C-IAPACTERISTICS : 

(A) LENGTH: 40 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(Xi) SEQUENCE DESCRIPTION,: SEQ ID NO: 620: 

Pro Pro Arc Arg Pro Ala Gin Leu Pro Leu Thr Pro Gly Ala Gly. Gin 
I 5 10 15 

Gly Ala Gly Arg Asp Lys Ala Ala Ala He Arg Ala His Pro Gly Ala 
20 25 ■ ' 30 

Pro Pro Leu Asn His Leu Leu Pro 
'35 40 



(2) INFORMATION FOR SEQ ID NO: 621: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 28 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 521: 

Ala -Val Pro Gin Ala Gly Gly Lys- Gin Val Phe Asp Leu Ser Pro Leu 
1 5 .10 15 

Glu Leu Gly Tyr Val Arg Gly Met Cys Val Cys Val 
20 25 



(2) INFORMATION FOE' SEQ ID NO: 522: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 207 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(Mi) SEQUENCE DESCRIPTION; SEQ ID NO: 522: 

Mec Leu Pro Ala Leu Ala Ser Cys Cys His Phe Ser Pro Pro Glu Gin 
1 5 10 15 

Ala Ala Arg Leu Lys Lys Leu Gin Glu Gin Glu Lys Gin Gin Lys Vai 
20 '25 * 30 

Glu Phe Arg Lys Arg Mec Glu Lys Glu Vai Ser Asp Phe lie Gin Asp 
35 .40 45 

Ser Gly Gin lie Lys Lys Lys Phe Gin Pro Mec Asn Lys lie Glu Arc 
50 55 60 

Ser lie Leu His Asp Vai Vai - Glu Vai Ala Gly Leu Thr Ser Phe Ser 
65 70 75 30 

Phe Gly Glu Asp Asp Asp Cys Arg Tyr Vai Mec lie Phe Lys Lys Glu 
S3 90 95 

Phe Ala Pro Ser Asp Glu Glu Leu Asp Ser Tyr Arg Arg Gly Glu Glu 
'100 105 110 " 

Trp Asp Pro Gin Lys Ala Glu Glu Lys Arg Asn Xaa Lys Glu Leu Ala 
115 120 125 

Gin Arg Gin Glu Glu Glu Ala Ala Gin Gin Gly Pro Vai Vai Vai Ser 
130 135 140 

Pro Ala Ser Asp Tyr Lys Asp Lys Tyr Ser His Leu lie Gly Lys Gly 
145 150- . 155 % 160 

Ala Ala Lys Asp -Ala Ala His Met Leu Gin Ala Asn Lys Thr Tyr Gly 
155 170 175 

Cys Xaa Pro Vai Ala Asn Lys Arg Asp Thr Arg Ser He Glu Glu Ala 
130 185 190 

Mec Asn Glu He Arg Ala Lys Lys Arg Leu Arg Gin Ser Gly Glu 
195 200 205 



(2) INFORMATION FOR SEQ ID NO: 623: 

(i) SEQUENCE CHARACTERISTICS: 

(A.) LENGTH: 34 amino acids 

(2) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 623: 

Leu Leu Cys Pro Vai Leu Asn Ser Gly Xaa Ser Trp Asn Phe Pro His 
15 10 15 



Pro Ser Gin Pro Glu Tyr Ser Phe His Gly Phe His Ser Thr Arg Leu 
20 25 30 
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(2) INFORMATION FOR SEQ ID NO: 624: 

(i) SEQUENCE C-lWrTZHISTICS : 

■ (A) LENGTH: 23 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
Ui) SEQUENCE DESCRIPTION: SEQ ID NO: 624: 



Pro Ser Thr Pro Trp Phe Leu Phe Leu Leu Giy Leu "Thr Cys Pro Phe 
1 5 10 15 

Ser Thr Ser His Pro Arg Trp Asp Ser He Pro Pro 

20 25 



(2) INFORMATION FOR SEQ ID NO: 525: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 227 amino acids v ■ 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 625: 

Glu Leu Ser He Ser lie Ser Asn Val Ala Leu Ala Asp Glu Gly Glu 
1 5 • 10 15 



Tyr Thr Cys Ser He Phe Thr Mec Pro Val Axg Thr Ala Lys Ser Leu 

20 25 30 

Val Thr Val Leu Gly He Pro Gin Lys Pro He He Thr Gly Tyr Lys 

35 40 45 

Ser Ser Leu Arg Glu Lys Asp Thr Ala Thr Leu Asn Cys Gin Ser Ser 

50 55 60 - 

Gly Ser Lys Pro Ala Ala Arg Leu Thr Trp Arg Lys Gly Asp Gin Glu 

65 70 . 75 80 

Leu His Gly Glu Pro Thr Arg He 'Gin Glu Asp Pro Asn Gly Lys Thr 

35 90 - 95 

Phe Thr Val Ser Ser Ser Val Thr Phe Gin Val Thr Arg Glu Asp Asp 

100 105 110 



Gly Ala Ser He Val Cys Ser Val 
115 120 

Asp Arg Ser Thr Ser Gin Arg He 
130 135 

Met He Arg Pro Asp Pro Pro His 
145 150 

Leu His Cys Glu Gly Arg Gly Asn 
165 

Glu Lys Glu Gly Ser Val Pro Pro 



Asn His Glu Ser Leu Lys Gly Ala 
125 

Glu Val Leu Tyr Thr Pro Thr Ala 
140 

Pro Arg Glu Gly Gin Lys Leu Leu 
155 150 

Pro Val Pro Gin Gin Tyr Leu Trp 
170 175 

Leu Lys Met Thr Gin Glu Ser Ala 
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130 185 190 

Leu lie Phe Pro ?he Leu Asn Lys Ser Asp Ser Gly Thr Tyr Gly Cys 
155 200 205 

Thr Ala Thr Ser Asa Met Gly Ser Ty 
210 215 

Val Asn Asp 
225 • 



r Lys Ala Tyr Tyr Thr Leu Asn 
220 



(2) INF OEMAT ION FOR SEQ ID NO: 625: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 64 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear ■ 
<xi) SEQUENCE. DESCRIPTION: SEQ ID NO: 626: 

Giu Leu Ser lie Ser lie Ser Asn Val Ala Leu Ala Asp Giu Gly Glu " 
15 10 15 

Tyr Thr Cys Ser lie ?he Thr Met Pro Val Arg Thr Ala Lys Ser Leu 
20 25 30 

Val Thr Val Leu Gly lie Pro' Gin Lys Pro lie lie Thr Gly Tyr Lys 
35 - 40 45 

Ser Ser Leu Arg Glu Lys Asp Thr Ala Thr Leu Asn Cys Gin Ser Ser 
50 55 50 



(2) INFORMATION FOR SEQ ID NO: 627: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 amino acids 

(3) TYPE: amino acid 
• (D) TOPOLOGY: linear 
(X±) SEQUENCE DESCRIPTION: SEQ ID NO: 627: 

Cys Gin Ser Ser Gly Ser Lys Pro Ala Ala Arg Leu Thr Trp Arg Lys 
1.5 10 15 

Gly Asp Gin Glu Leu His Gly Glu Pro Thr Arg lie Gin Glu Asp Pro 
20 25 30 

Asn Gly Lys Thr Phe Thr Val Ser 'Ser Ser Val Thr Phe Gin Val Thr 
35 40 45 

Arg Glu Asp Asp Gly Ala Ser lie Val Cys Ser Val Asn His Glu Ser 
50 - 55 50 
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(2) INFORMATION FOR SEQ ID NO: 52S: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

10 (xi) SEQUENCE DESCRIPTION : SEQ ID NO: 628: 

Kis Glu Ser Leu Lys Gly Ala Asp Arg Ser Thr Ser Gin Arg lie Glu 
15 10 15 

Vd Leu Tyr Thr Pro Thr Aia : &ec He Arg Pro Asp fro fro His Pro 
20- - 25 30 



20 



Arg Glu Gly Gin Lys Leu Leu Leu Kis Cys Glu Gly Arg Gly Asn Pro 
35 40 45 - 

Val Pro Gin Gin Tyr Leu Trp Glu Lys Glu 
50 55 



30 



25 

(2) INFORMATION FOR SEQ ID NO: 62S: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 32 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 629: ' 

Trp Glu Lys Glu Gly Ser Val Pro Pro Leu Lys Mec Thr Gin Glu Ser 
35 i 5 io 15 

r 

Ala Leu He Phe Pro Phe Leu Asn Lys Ser Asp Ser Gly Thr Tyr Gly 
20 . ' 25 30 

40 Cys Thr Ala Thr Ser Asn Mec Gly Ser Tyr Lys Ala Tyr Tyr Thr Leu 
35 40 45 



45 



50 



20 



60 



Asn Val Asn A-sp 
50 



(2) INFORMATION FOR SEQ ID NO: 630: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 123 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 630: 

Val Pro Glu Leu Pro Asp Arg Val His Gin Leu His Gin AiLa Val Gin 
1 5 10 15 

Gly Cys Ala Leu Gly Arg Pro Gly Phe Pro Gly Gly Pro Thr His Ser 
20 ' 25 30 
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Gly His His Lys Ser His Pro Gly Pro Ala Giy Gly Asp Tyr Asn Arg 
35 40 45 

Cys Asp Arg Pro Gly Gin Vai His Leu His Asn Pro Arg Giy Thr Giy 
SO 55 50 

Arg Arg Gly Gin Leu His Pro Thr Ala Gly Pro Gly Vai His Arg Arg 
55 70 "75 SO 

Ala Cys Pro Ser Gin Gin Leu Pro His Arg Leu Gly Pro Giy Vai Pro 
85 SO 95 

Cys Pro Ser Pro Ser Leu Thr Pro Vai Leu Pro Ser Trp Thr Gin Ser 
100 105 110 

Trp- Cys Gly Leu Pro Gly Tyr Thr Ser Ser Ser 
115 120 



(2) INFORMATION FOR SEQ ID NO : 531: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 22 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(Mi) SEQUENCE DESCRIPTION: SEQ ID NO: 521: 

Vai His Gin Leu Kis Gin Ala Vai Gin Gly Cys Ala Leu- Gly Arg Pro 
.1-5 .10 15 

Giy Phe Pro Gly Giy Pro 
20 



(2) INFORMATION FOR SEQ ID NO: 622: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 42 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 532: 

Pro Thr His Ser Gly His His Lys Ser His Pro Gly Pro Ala Gly Gly 
15 10 15 

Asp Tyr Asn Arg Cys Asp Arg Pro Gly Gin Vai His Leu His Asn Pro 
20 25 30 

Arg Gly Thr Gly Arg Arg Gly /Gin Leu His 
35 40 



(2) INFORMATION FOR SEQ ID NO: 533: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 amino acids 
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(5) TYPE: amino acid 
(D) TOPOLOGY: linear 
(yS) SEQUENCE DESCRIPTION: SEQ ID NO: 633: 

5 Leu His Pro Thr Ala- Giy Pro Gly Vai His Arg Arg Ala Cys Pro Ser 
15 10 15 

Gin Gin Leu Pro His Arg Leu Gly Pro Gly Vai Pro Cys Pro Ser Pro 
20 25 30 

10 

Ser Leu Thr Pro Vai Leu Pro Ser Trp Thr Gin Ser Trp Cys Giy Leu 
25 40 . 45 

' Pro Giy Tyr Thr Ser Ser Ser - 
1j 55.- 



(2) INFORMATION FOR SEQ ID NO: 634: 

20 

{ i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 275 amino acids 
{B) TYPE: amino acid 
(D) TOPOLOGY : linear 
25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 634: 

Ser Leu Arg Ara Pro Arg Ser Ala Ala Xaa Gin Thr Leu Thr Thr Phe 
1 5 10 15 

30 Leu Ser Ser Vai Ser Ser Ala Ser Ser Ser Ala Leu Pro Giy Ser Arg 
20 25 30 

Glu Pro Cys Asp Pro Arg Ala Pro Pro Pro Pro Arg Ser Gly Ser Ala 
35 40 45 

35 

Ala Ser Cys Cys Ser Cys Cys Cys Ser Cys Pro Arg Arg Arg Ala Pro 
50 53- 60 

Leu Arg Ser Pro Arg Gly Ser Lys Arg Arg lie Arg Gin Arg Glu Vai 
40 65' ~ = 70 75 SO 

Vai Asp Leu Tvr Asn Giy Me-: Cys Leu Gin Gly Pro Ala Gly Vai Pro 
85 90 ■ 95 

45 Gly Arg Asp Gly Ser Pro Giy Ala Asn Giy He Pro Gly Thr Pro Giy 
100 105 HO 

He Pro Gly Arg Asp Giy Phe Lys Giy 'Glu Lys Giy Glu Cys Leu Arg 
115 " 120 125 

50 

Glu Ser Phe Glu Glu Ser Trp Thr Pro Asn Tyr Lys Gin Cys Ser Trp 
130 135 140 

Ser Ser Leu Asn Tyr Gly He Asp Leu Gly Lys He Ala Glu Cys Thr 
55 145 150 155 150 

Phe Thr Lys Mec Arg Ser A.sn Ser Ala Leu Arg Vai Leu Phe Ser Giy 
165 170 . 175 

60 Ser Leu Arg- Leu Lys Cys Arg Asn Ala Cys Cys Gin Arg Trp Tyr Phe 
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130 135 190 

Thr ?he Asn Gly Ala Giu Cys Ser Gly Pro Leu Pro He Giu Ala lie 
195 200 - * 205 

He Tyr Leu Asp Gin Gly 3er Pro Giu Met Asn Ser Thr He Asn He 
210 215 220 

His Arc Thr Ser Ser Val Giu Gly Leu Cys Giu Gly He Gly Ala Gly 
225 230 235 240 

Leu Val Asp Val Ala He Trp Val Gly Thr Cys Ser- Asp Tyr Pro Lys 
245 250 255 

Gly Asp Ala Ser Thr Gly Trp. Asn Ser Val Ser Arg He He He Giu. 
250 265 " 270 

Giu Leu Pro Lys 
275 



(2) INFORMATION FOR SEQ ID NO: 535: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 61 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID MO: 635: 

Ser Leu Arg Arg Pro Arg Ser Ala Ala Xaa Gin Thr Leu Thr Thr Phe 
15 10 15 

Leu Ser Ser Val Ser Ser Ala Ser Ser Ser Ala Leu Pro Gly Ser Arg 
20 25 30 

Giu Pro Cys Asp Pro Arg Ala Pro Pro Pro Pro Arg Ser Gly Ser Ala 
35 40 45 

Ala Ser Cys Cys Ser Cys Cys Cys Ser Cys Pro Arg Arg 
50 55 60 



(2) INFORMATION FOR SEQ ID NO : 636: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 52 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 636: 

Arg Ala Pro Leu Arg Ser Pro Arg Gly Ser Lys Arg Arg He Arg Gin 
1.5 10 15 

Arg Giu Val Val Asp Leu Tyr Asn Gly Me" Cys Leu Gin Gly Pro Ala 
20 25 • 30 

Gly Val Pro Gly Arg Asp Gly Ser Pro Gly Ala Asn Gly lie Pro Gly 
35 40 45 * 
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674 



Thr Pro Gly lie 
50 



(2) INFORMATION FOR SEQ ID NO: 637 : 

(i) SEQUENCE CHARACTERISTICS : 
10 (A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
<xi) SEQUENCE DESCRIPTION : SEQ ID NO: 637: 

ID TiU" Pro Giy lie Tro Cly Arg. Asp G 1 y D h^ Lys Gly Glu Lys GIv Glu 
i 5 10 15 



20 



30 



45 



50 



DD 



60 



Cys Leu Arg Giu Ser ?he Glu Glu Ser Trp Thr Pro Asn Tyr Lys Gin 
20 • 25 30 

Cys Ser Trp Ser Ser Leu Asn Tyr Gly lie Asp Leu Gly Lys He Ala 
35 40 "45 



Giu Cvs Thr ?he 

25 so 



(2} INFORMATION FOR SEQ ID NO: 538: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 65 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
35 - (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 638: 

Phe Thr Lys Mec Arg Ser Asn Ser Ala Leu Arg Val Leu Phe Ser Gly 
1 5 ~ 10 15 

40 Ser Leu Arg Leu Lys Cys Arg Asn Ala Cys Cys Gin Arg Trp Tyr Phe 
20 25 30 



Thr Phe Asn Giy Ala Glu Cys Ser Giy Pro Leu Pro He Glu Ala He 
35 4Q 45 

lie Tyr Leu Asp Gin Gly Ser Pro Glu Met Asn Ser Thr He Asn He 
50 ' 55 60 

Kis Arg 
65 



(2) INFORMATION FOR SEQ ID NO: 639: 

(i) SEQUENCE CKAFACTSRISTICS : 

(A) LENGTH: 51 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SZQUZ^iCZ DESCRIPTION: SEQ ID NO: 63?: 
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Arg Thr Ser Ser Val Glu Giy Leu Cys Glu Gly lie Giy Ale Gly Leu 
1 5 10 15 

Val Asp Val Ala lie Trp Val Gly Thr Cys Ser Asp Tyr Pro Lys Gly 
20 25 30 

Asp Ala Ser Thr Gly Trp Asn Ser Val Ser Arg lie lie He Glu Glu 
, 35 40 45 

Leu Pro Lys 
50 



(2) INFORMATION FOR SEQ ID NO: 640: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 5 arru.no acids' 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 540: 

Thr Lys Lys Glu Asn Cys Arg Pro Ala Ser Leu Me~ Asn He Asp Thr 
1 5 10 .15 

Lys He Leu Asn Lys lie Leu Met Asn Gin 
20 25 



(2) INFORMATION FOR SEQ ID NO: 641: 

(i) SEQUENCE CKARACTEPXSTICS : 

(A) LENGTH: 214 amino acids 
(3) TYPE : amino acid 
(D) TOPOLOGY: linear 
.(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 641: 

Met Cys Asn Leu Pro He Lys Val Val Cys Arg Ala Asn Ala -Glu Tyr 
1 5 10 15 

Met Ser Pro Ser Gly Lys Val Pro Xaa Xaa His Val Gly Asn Gin Val 
20 25 30 

Val Ser Glu Leu Gly Pro He Val Gin Phe Val Lys Ala Lys Gly His 
25 40 45 

Ser Leu Ser Asp Gly Leu Glu Glu Val Gin Lys Ala Glu Met Lys Ala 
50 55 60 

Tyr Met Glu Leu Val Asn Asn Men Leu Leu Thr Ala Glu Leu Tyr Leu 
65 70 75 30 

Gin Trp Cys Asp Glu Ala Thr Val Giy Xaa He Thr His Xaa Arg Tyr 
85 90 95 



Giy Ser Pro Tyr Pro Trp Pro Leu Xaa His He Leu Ala Tyr Gin Lys 
100 105 110 
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Gin Trp Glu Val Lys Arg Lys Xaa. Lys Ala lie Gly Trp Gly Lys Lys 
115 120 125 

Thr Leu Asp Gin Val Leu Glu Asp Val Asp Glr. Cys Cys Gin Ala Leu 
130 135 140 

Ser Gin Arg -Leu Gly Thr Gin Pro Tyr ?he ?he Asn Lys Gin Pro Thr 
145 150 155 -150 

Glu Leu Asp Ala Leu Val ?he Gly His Leu Tyr Thr lie Leu Thr Thr 
-165 170 175 

Gin Leu Thr Asn Asp Glu Leu Ser Glu Lys Val Lys Asn Tyr Ser Asn 
180 135 190 

Leu Leu Ala Phe Cys Arg Arg lie Glu Gin His Tyr Phe Glu Asp Arg 
195 200 205 

Gly Lys Gly Arg Leu Ser 
210 



(2) INFORMATION FOR SEQ ID NO: 642:. 

(i) SEQUENCE CHARACTERISTICS: 

. (A) LENGTH: 44 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 642: 

Met: Cys Asn Leu Pro lie Lys Val Val Cys Arg Ala Asn Xla Glu Tyr 
1 5 10 15 

Met Ser Pro Ser Gly Lys Val Pro Xaa Xaa His Val Gly Asn Gin Val 
20 25 20 

Val Ser Glu Leu Gly 'Pro lie Val Gin Phe Val Lys 
35 40 



(2) INFORMATION FOR SEQ ID NO: 643: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 44 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 643: 

Phe Val Lvs Ala Lvs Gly His Ser Leu Ser Asp Gly Leu Glu Glu Val 
1 * 5 " . 10 15 

Gin Lys Ma Glu Met: Lys Ala Tyr Met Glu Leu Val Asn Asn Met Leu 
20 25 30 : 

Leu Thr Ala Glu Leu Tyr Leu Gin Trp Cys Asp Glu 
.35 40 
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15 



25 



(2) INFORMATION FOR SEQ ID NO: 644: 

(i) SEQUENCE CHARACTERISTICS: , 

(A) LENGTH: 51 amino acids 
(3) TYRE: amino acid 
(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 644: 



10 Leu Gin Tr? Cys Asp Glu Ala Thr Val Gly Xaa lie Thr Hi 
1 = 10 



,s Xaa Arg 
10 15 



Tyr GW Ser Pro Tvr Pro Trp Pro Lau Xaa His Ha Lau Ala Tyr Gin 
20 - 25 -° 

t.vs Gin Tro Glu Val Lys Arg "'Lys Xaa Lys Ala lie Gly Trp Gly Lys 
35 « 45 



Lvs Thr Leu 

20 so 



(2) INFORMATION FOR SEQ' ID NO: 645: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 43 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY : linear 
30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 645: 

Asp Gin Val Leu Glu Asp Val Asp Gin Cys Cys" Gin Ala Leu Ser Gin 



10 



35 



40 



Arg Leu Giv Thr Gin Pro Tyr Phe Phe Asn Lys Gin Pro Thr Glu Leu 
* 20 25 30 

Aso Ala Leu Val Phe Gly His Leu Tyr Thr He 
3 5 ' 40 



(2) INFORMATION FOR SEQ ID NO : 645: 

45 (i) SEQUENCE CHAPACTEFJ-STICS : ^ ^ 

(A) LENGTH: 41 arrJ.no acids 
(3) TYPE: amino acid- 
CD) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 646: 

50 ' 

Leu Thr Thr Gin Leu Thr Asn Asp Glu Leu Ser Glu Lys Val Lys ^ 

Tvr Ser Asn Leu Leu Ala Phe Cys Arg Arg He Glu Gin His Tyr Phe 
55 * 20 25 30 

Glu Asd Arg Gly Lys Gly Arg Leu Ser 
25 40 



60 
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(2) INFORMATION FOR SEQ ID NO: 647: 

(i) SEQUENCE C-IAPACTERISTICS : 
5 (A) LENGTH: 70 amino acids 

(3) TY?E: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 547: 

10 Met Xaa Xaa Xaa Asn Ser His lie Thr lie She Thr Leu Asn Val Asn 
i 5 10 15 

Giy Leu Asn Ala Pro Asn Giu Arg His Arg Leu Ala Asn Trp lie Gin 
20 25 30 

Ser Gin Asp Gin Val Cys Cys lie Gin Giu Thr His Leu Thr Giy Arg 
35 40 45 

Asp Thr His Arg Leu Lys lie Lys Giy Trp Arg Lys lie Tyr Gin Ala 
20 50 55 60 

Asn Giy Lys Gin Lys Lys 
65 70 

25 

(2) INFORMATION FOR SEQ ID NO: 54S : 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 23 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 648: 

35 Phe Thr Leu Asn Val Asn Giy Leu Asn Ala Pro Asn Giu Arg His Arg 
1 5 10 15 

Leu Ala Asn Trp lie Gin Ser Gin Asp Gin Val Cys 
20 2 5 

40 



(2) INFORMATION FOR SEQ ID NO: 649: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
• (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 649: 



50 



DO 



60 



Thr His Leu Thr Giy Arg Asp Thr His Arg Leu Lys lie Lys Giy Trp 
1 5 10 15 

Arg 



(2) INFORMATION FOR SEQ ID NO: 650: 
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10 



25 



3d 



(1). SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 14 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUEblCZ DESCRIPTION : SEQ ID NO: 650: " 

Gly Trp Arg Lys He Tyr Gin Ala Asn Gly Lys Gin Lys Lys 
1 5. 10 



(2) INFORMATION FOR SEQ ID NO: 651: 



(i) SEQUENCE CKAPACTERISTICS : 
15 (A) LENGTH: 54 amino acids 

{ 3 ) TYPE : amino ac id 

CD) TOPOLOGY: . linear 
(xi)- SEQUENCE DESCRIPTION: SEQ ID NO: 651: 

20 He Tyr His Leu His Ser Trp He Phe Phe His Phe Lys Arg Ala Phe 
1 "5 10 15 

Cys Met: Cys Phe He Thr Met Lys Val He His Ala His Cys Ser Lys 
20 25 30 



Leu Arg Lys Cys Xaa Asn .Ala Gin lie Ser Val Phe Cys Thr Thr Leu 
2 5 40 ; 45 



Thr A.I a Ser Tvr Pro Thr 

30 50 



(2) INFORMATION FOR SEQ ID NO: 652: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 2 3 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

40 (xi) SEQUENCE DESCP.IPTION : SEQ ID NO: 652: 

He Tyr His Leu His Ser Trp He Phe Phe His Phe Lys Arg Ala Phe 
I 5 10 15 

40 Cys Me- Cys Phe lie Thr Mec 
20 



50 (2) INFORMATION FOR SEQ ID NO: 653: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 amino acids 

(B) TYPE : amino acid 
55 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 653: 

Lys Val He His Ala His Cys Ser Lys Leu Arg Lys Cys Xaa Asn Ala 
1 5 10 15 

60 
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Gin lis Ser Val ?he Cys Thr Thr Leu Thr Aia Ser Tyr Pro Thr 
20 25 30 



(2) IMF OHMAT I ON FOR SEQ ID NO: 654: 

(i) SEQUENCE C-MACTSaiSTICS : 

(A) LENGTH: 53 amino acids 
,{B) TYPE; amino acid 
■(D) TOPOLOGY : ' linear 
{xi} SEQUENCE DESCRIPTION: SEQ ID NO: 554: 

Trp *Asn Leu Leu Trp Tyr ?he Gin Arc Leu Ara Leu ?rn lie Leu 

1 5 10 15 

Pro Gly Leu Val Leu Aia Ser Cys Asp Gly Pro Ser Xaa Ser Gin Ala 
20 25 .30 

Pro Ser Pro Trp Leu Thr Pro Asp Pro Aia Ser Val Gin Val Arc Leu 
35 40 . 45 

Leu Trp Asp Vai Leu Thr Pro Asp Pro Asn 
50 55 



(2) INFORMATION FOR SEQ ID NO: 655: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 54 amino acids 

(3) T/PE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 655: 

Gin Arg Gly lie Tyr Arg Glu lie Leu Phe Leu Thr Mec Ala Ala Leu 
15 10 15 

Gly Lys Asp His Val Asp lie Val Ala Phe Asp Lys Lys Tyr Lys Ser " 
20 25 30 

Ala Phe Asn Lys Leu Ala Ser Ser Met Gly Lys Glu Glu Leu Arg His 
35 40 45 

Arg Arg Ala Gin Met Pro 
50 



(2) INFORMATION FOR SEQ ID NO: 65a: 

(i) SEQUENCE CHARACTERISTICS ; 

(A) LENGTH: 23 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO; 556: 

Trp Asn Leu Leu Trp Tyr Phe Gin Arg Leu Arg Leu Pro Ser lie Leu 
1 5 10 15 
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Pro. Gly Leu Val Leu Ala 5er 
20 



(2) INFORMATION FOR SEQ ID NO: 557: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 191 amino acids 

(3) TYPE:- amino acid 

(D) TOPOLOGY: linear 
txi) SEQUENCE DESCRIPTION: SEQ ID NO: 657: 

Glu Asp Asp Gly Phe Asn Arg Ser He His Glu Val He Leu Lys Asn 
i 5 -.10 15 

lie .Thr Trp Tyr Ser Glu Arc Val Leu Thr Glu He Ser Leu Gly Ser 
20 25 30 

Leu Leu lie Leu Val Val He- Arg Thr He Gin Tyr Asn Me~ Thr Arg 
35 > 40 45 

Thr Arg Asp Lys Tyr Leu His Thr Asn Cys Leu Ala Ala Leu Ala Asn 
50 55 50 

Met Ser Ala Gin Phe Arg Ser Leu His Gin Tyr Ala Ala Gin Arg He 
65 70 75 30 

He Ser Leu Phe Ser Leu Leu Ser Lys Lys His Asn Lys Val Leu Glu 
• 35 -90 95 

Gin Ala Thr Gin Ser Leu Arg Gly Ser Leu Ser Ser Asn Asp Val Pro 
100 ■ 105 110 

Leu Pro- Asp Tyr .Ala Gin Asp -Leu Asn Val lie Glu Glu Val He Arg 
115 120 . 125 

Met Met Leu Glu lie He Asn Ser Cys Leu Thr Asn Ser Leu His His 
130 135 , 140 

Asn Pro Asn Leu Val Tyr Ala Leu Leu Tyr Lys Arg Asp Leu Phe Glu 
145 150 ' ' 155 - 160 

Gin Phe Arg Thr His Pro Ser Phe Gin Asp He Met Gin Asn lie Asp 
155 170 175 

Leu Val He Ser Phe Phe Ser Ser Arg Leu Leu Gin Ala Gly Ser 
130 135 190 



(2} INFORMATION FOR SEQ ID NO : 658: 

(i) SZQUZNCZ CHARACTERISTICS : 

(A) LENGTH: 3 3 amino acids 
(3) T/PE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 653: 



Glu Asp Asp Gly Phe Asn Arg Ser He His Glu Val He Leu Lys Asn 
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10 



15 



He Thr Trp Tyr Ser Glu Arg Val Leu Thr Glu lie Ser Leu Gly Ser 
20 25 30 



Leu Leu lie Leu Val Val 

35^ 



(2) INFORMATION FOR SEQ ID NO: 559: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 53.' amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 659: 

Arg Thr lie Gin Tyr Asn Met Thr Arg Thr Arg Asp Lys Tyr Leu Mis 
15 10 15 

Thr Asn Cys Leu Ala Ala Leu Ala Asn Men Ser Ala Gin ?he Arg Ser 
20 25 30 

Leu His Gin Tyr Ala Ala Gin Arg lie He Ser Leu ?he Ser Leu Leu 
35 40 45 

Ser Lys Lys His Asn 
50 



(2) INFORMATION FOR SEQ ID NO: 660: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 56 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION : SEQ. ID NO: 660: 

Ser Cys Leu Thr Asn Ser Leu His His Asn Pro Asn Leu Val Tyr Ala 
1 5 10 15 

Leu Leu Tyr Lys Arg Asp Leu Phe Glu Gin Phe Arg Thr His Pro Ser 
20 25 30 

Phe Gin Asp lie Met Gin Asn He Asp Leu Val lie Ser Phe Phe Ser 
35 40 45 

Ser Arg Leu Leu Gin Ala Gly Ser 
50 55 



(2) INFORMATION FOR SEQ ID NO: 661: 

(i) SEQUENCE C-IAPACTERZSTICS : 

(A) LENGTH: 31 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(::i) SEQUENCE DESCRIPTION : SEQ ID NO: 561:. 

Lys Lys His Asn Lys Val Leu Glu Gin Ala Thr Gin Ser Leu Arg Giy 
I "5 10 15 

Ser Leu Ser Ser Asn Asp Val Pro Leu Pro Asp Tyr "Ala Gin Asp 
20 25 30 



r (2) INFORMATION" FOR SEQ ID NO: 662: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 125 amino acids 

(3) TYPE: amino acid 

{ D ) TO POLOGY : 1 in ear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 662: 

Me- Ala Asp lie Gin Thr Glu Arg Ala Tyr Gin Lys Gin Pro Thr lie 
1 "5 , 10 15 

Phe Gin Asn Lys Lys Arg Val Leu Leu Gly Glu Thr Gly Lys Glu Lys 
20 25 30 

Leu Pro Arg Val Thr Asn Lys Asn lie Gly Leu Gly Phe Lys Asp Thr 
35 40 45 

' Pro Arg Arg Leu Leu Arg Gly Thr Tyr lie Asp Lys Lys Cys Pro Phe 
50 ■ 55 60 

Thr Gly Asn Val Ser He Arg Gly Arg He Leu Ser Gly Val Val Thr 
55 70 .75 30 

Gin Asp Glu As? Ala Glu Asp His Cys His -Pro Pro Arg Leu Ser' Ala 
35 90 95 

Leu His Pro Gin Val Gin Pro Leu Arg Glu Ala Pro Gin Glu His Val 
100 " 105 110 

Cys Thr Pro Val Pro Leu Leu Gin Gly Arg Pro Asp Arg 
115 120 125 



(2) INFORMATION FOR SEQ ID NO: 663: 

(i) SEQUENCE CHARACTERISTICS : 

{A) LENGTH: 7 9 amino acids 

(B) TYPE : amino acid 

CD) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 663: 

Mec Lys Met Gin Arg Thr He Val He Arg Arg Asp Tyr Leu His Tyr 
15 10 . 15 

He Arg Lys Tyr Asn Arg Phe Glu Lys Arg His Lys Asn Met: Ser Val 
20 25 30 

His Leu Ser Pro Cys Phe Arg Asp Val Gin He Giy Asp He Val Thr 
35 40 45 
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v ^ C--y 21u Cys Arr ?rc Leu Ser 1;.- Tir Val Arr Pre A-£T. -,v 1 

=: ;5 60 

"&1 lys Ala Ala 31/ Ghr L/3 Lys 31r_ _-r_e 2-1^ Lvz ?ue 

-:5 t: - 73 



(li TXsZTlGCZOll 72?. S3; ID MO: 3c4: 

(A) LZI:G7>;: 3 0 ar__r arizs 
• (I) T^PC-CGT: linear 

5rcuz;:cz :zjc?-?rr:2:: sz; lz nc: -:£4: 

Me. Ala -Jrp lie Glr. Zhr Glu Arg Ala 7* — 31a I s 2-lr. ?rs Tar He 
C-lr- Asr. Lys Lys Arg VaL Leu Leu Z-ly Glu Thr Gl L-- 

20 :5 " 



(2; Zl^CSarZON ?C?. SZ2 ZD NO: 33=: 

(A) LZI" -I: 33 arirr; arirs 
* (Z) ZLTE: arcLr;o acii 

(Z; GCPCLCGV: iicaar 

txii ssqusiCS -13c?l:?t::::: zz; r: so: £-:£ 

Lys leu ?r- Arr v&l Trr Asr. Lys A-=r. :1s "ly leu 2-1- ?-= L- A33 
Tirr ?ro .-rg Arg Leu Leu rg Gly Zrr l.r Lie A*r L;.u I s 2 - Z-.z 

20 :s :: . 

? "= Sly Asa' Val Ser He Arg GLy Arr Lie Leu Ser Glv v&l Yal 
25 4! 4= 

™ GLr. Asp Slu Asz Ala Glu Arr :-£is C-.-s 
30 53 



(2) ZITFC^jTZON 707- SZQ ZZ NO: 333: 



(A) LENGTH: 3 3 
(Z) LYrE: aririo acid 
(2) ZOPCL2G7: lirear 
(21) SEQUZSC5 EZ=C1=2l?TI3:: S3; ZD NO: £££: 

His Cys >lis Pro Pre Arg Leu Ser Ala Leu His ?r- GLr Yal Glr, Grc 
1 3 10 L£ 

Leu Arg Glu Ala Pre Glr. Glu His Val' Cys Zhr ?rz Val Trz Leu Leu 

20 23 
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Gin Gly Arg Pro Asp Arg 
35 



(2) INFORMATION FOR SEQ ID MO: 557 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 36 anu.no acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SzjQUZXCZ DESCRIPTION : SEQ ID NO: 667: 

Met Lys Met Gin Arg Thr lie Val lie Arg Arg Asp Tyr Leu His -Tyr' 
1 5 * 10 15 

lie Arg Lys Tyr Asn Arg Phe Glu Lys Arg His Lys Asn Met Ser Val 
20 -25 30 

His Leu Ser Pro 

35 - 



(2) INFORMATION FOR SEQ ID NO : 663: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 43 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 668: 

Cys Phe Arg Asp Val Gin lie Gly Asp He Val Thr Val Gly Glu Cys 
15 10 15 

Arg Pro Leu Ser Lys Thr Val Arg €>he Asn Val Leu Lys Val Thr Lys 
20 2 5 30 

Ala Ala Gly Thr Lys Lys Gin Phe Gin Lys Phe 
35 40 



(2) INFORMATION FOP. SEQ ID .NO: 669: 

(i) SSQUE^CZ CHARACTERISTICS : 

(A) LENGTH: 3 3 amino acids 
,(5) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 669: 

Pro Arg Arg Leu Leu Arg Gly Thr Tyr He Asp Lys Lys .Cys Pro Phe 
15 10 15 

Thr Gly Asn Val Ser lie Arg Gly Arg He Leu Ser Gly. Val Val Thr 
20 25 • 30 



Gin 
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(2) INFORMATION FOR SEQ ID NO: 670: 

(i) SZQUEUCF CHARACTERISTICS : 

(A) LENGTH: 50 amino acids 

(B) TYPE: amino acid 
(D). TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 570: 

lie Phe Tyr Asp Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Men 

1 5 10 .15 • 

Asp Arg Ala Xls Arg Leu Gly Gin Thr Lys Gin Val Thr Val Tyr Arg 
20 25 30 

Leu He Cys Lys Gly Thr lie Glu Glu Arg He Leu -Gin Arg Ala Lys 
35 40 45 

Glu Lys Ser Glu He Gin Arg Met Val He Ser Gly 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 671: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 67 amino acids 

{3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 571: 

Thr Arg Met He Asp Leu Leu Glu Glu Tyr Met Val Tyr Arg Lys His 
1 5 10 15 

Thr Tyr Xaa Arg Leu Asp Gly Ser Ser Lys He Ser Glu Arg Arg Asp 

20 . . 25 - 30 

Met Val Ala Asp Phe Gin Asn Arg Asn Asp He Phe Val ~Phe Leu Leu 
35 40 45 

Ser Thr Arg Ala Gly Gly Leu Gly He Asn Leu Thr Ala Xaa Asp Thr 
50 55 60 

Val His Phe 
65 



(2) INFORMATION FOR SEQ ID NO: 672: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 

(5) TYPE: amino acid 
. (D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 672: 

He Phe Tyr Asp Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
J-5 10 15 
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Asp Arg Ala His Arg Leu Gly Gin Thr Lys Gin Val v Thr Val Tyr Arg 
20 . 25 20 



10 (2) INFORMATION FOR SZQ ID NO: 673': 

( i ) SEQUENCE CHARACTERISTICS : - 

(A) LENGTH: 31 amino acids 
{ B ) TYPE : amino ac id 
15 ( D ) TOPOLOGY : : 1 inear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 673: 



20 



25 



00 



Val Tyr Arg Leu lie Cys Lys Gly Thr lie Glu Glu Arg lie Leu Gin 
1-5 '10 15 

Arg Ala Lys Glu Lys Ser Glu He Gin Arg Mec Val He Ser Gly 

20 25 30 



(2) INFORMATION FOR SEQ ID NO: 674: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 33 amino acids 
30 (3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 674: 

Thr Arg Met He Asp Leu Leu Glu Glu "Tyr Mec Val Tyr Arg Lys His 
35 1 .5 10 15 

Thr Tyr Xaa Arg Leu Asp Gly Ser Ser Lys He Ser Glu Arg Arg Asp 
20 25 30 

40 Met ^ 



45 (2) INFORMATION FOR SEQ ID NO : 675: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3 8 amino acids 

(3) TYPE : amino acid 
50 ' (D) TOPOLOGY : * linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 575: 

Arg Arg Asp Met Val AJ.a Asp Phe Gin Asn Arg Asn Asp He ?he Val 
15 10 15 

Phe Leu Leu Ser Thr Arg Ala Gly Gly Leu Gly He Asn Leu Thr Ala 
20 25 30 



Xaa Aso Thr Val His Phe 
60 ' 25 



WO 98/54963 



63S 



(2) INFORMATION FOR SEQ ID NO: 576: 

(i) SEQUENCE CHARACTERISTICS : 

(A)- LENGTH :> 37 amino acids 

(3) TYPE : amino acid 

(D). TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 576: 

lie Phe Tyr Asp Ser As? Trp Asn Pro Thr Val Asp Gin Gin Ala Me- 
15 10 15 

Asp Arg Ala Kis Arg Leu Gly -Gin Thr Lys Gin Val Thr Val Tyr Ar< 
20 25 30 

Leu lie Cys Lys Gly 
35 



(2) INFORMATION FOR SEQ ID NO: 677: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 37 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
.{ :ci ) SEQUENCE DESCRIPTION: SEQ ID NO: 677: 

He Phe Tyr Asp Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Me ; 
15 10 15 

Asp Arg Ala His Arg Leu Gly Gin Thr Lys Gin Val Thr Val Tyr Arg 
20 25 30 

Leu He Cys- Lys Gly 
35 



(2) INFORMATION FOR SEQ ID NO: 678: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 29 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 578: 

Arg Leu He Cys Lys Gly Thr lie Glu Giu Arg He Leu Gin Arg Al 
15 10 15 

Lys Glu Lys Ser Glu He Gin Arg Met Val lie Ser Gly 
20 25 



(2) INFORMATION FOR SEQ ID NO: 679: 
(i) SEQUENCE CHARACTERISTICS : 
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(A) LENGTH : 364 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 679: 

Mec 5er Leu His Giy Lys Arg Lys- Giu lie Tyr Lys Tyr Glu Aia Pro 
1 5 10 iS 

Trp Thr Val Tyr Ala Met Asn Trp Ser Vai Arg Pro Asp Lys Arg ?he 
20 - 25 .30 

Arg Leu Aia Leu Giy Ser Phe Val Giu Glu Tyr Asn Asn Lys Val Gin 
3 5 40 45 

Leu Vai Giy Leu Asp Glu Giu Ser Ser Giu Phe lie Cys Arg Asn Thr 
50 55 60 

Phe Asp 'His Pro Tyr Pro Thr Thr Lys Leu Mec Trp lie Pro Asp Thr 
65 70 '75 SO 

Lys Gly Val Tyr Pro Asp Leu Leu Ala Thr Ser Gly Asp Tyr Leu Arg 
35 SO 95 

Val Trp Arg Val ' Gly Giu Thr Glu Thr Arg Leu Glu Cys Leu Leu Asn 
100 105 110 

Asn Asn Lys Asn Ser Asp Phe Cys Aia Pro Leu Thr Ser Phe Asp Trp 
115 120 125 

Asn Glu Val Asp Pro Tyr Leu Leu Giy Thr Ser Ser lie Asp Thr Thr 
130 135 140 

Cys Thr He Trp Giy Leu Glu Thr- Gly Gin Val Leu Gly Arg Val Asn 
145' ISO . 155 160 

Leu Val Ser Gly His Val Lys Thr Gin Leu He Ala His Asp Lys Glu 
155 170 175 

Val Tyr Asp lie Ala Phe Ser Arg Ala Gly Gly Gly Arg Asp Met Phe 
130 185 190 

Ala Ser Val Giy Ala Asp Giy Ser Val Arg Mec Phe Asp Leu Arg His 
195 200 205 

Leu Giu His Ser Thr lie He Tyr Giu Asp Pro Gin His His Pro .Leu 
210 215 220 

Leu Arg Leu Cys Trp Asn Lys Gin Asp Pro Asn Tyr Leu Ala Thr Mec 
225 230 235 240 

Aia Mec As? Gly Mec Glu Val Vai lie Leu Asp Val Arg Val Pro Ala 
245 250 255 

His Leu Xaa Pro Gly Thr Thr He Glu His Vai Ser Mec Ala Leu Leu 
260 265 270 

Gly Pro His He His Pro Ala Thr Ser Aia Leu Gin Arg Mec Thr Thr 
275 260 235 



Arg Leu Ser Ser Giy Thr Ser Ser Lys Cys Pro Glu Pro Leu Arc Thr 
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290 295 300 

Leu Ser Trp Pro Thr Gin Leu Xaa Gly Glu lie Asn Asn Val Gin Tro 
305 310 315 320 

Ala Ser Thr Gin Pro Glu Leu Ser Pro Ser Ala Thr Thr Thr Ala Trp 
325 330 335 

Arg Tyr Ser Giu Cys Ser Val Gly Gly Ala Val Pro Thr Arg Gin Gly 
340 345 3 50 

Leu Leu Tyr Phe Leu Pro Leu Pro His Pro Gin Ser 
355 360 



(2) INFORMATION FOR SEQ ID NO: 630: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 136 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION': SEQ ' ID NO: 630: 

Men Ser Leu His Gly Lys Arg Lys Glu lie Tyr Lys Tyr Giu Ala Pro 
1 5 10 15 * " 

Trp Thr Val Tyr Ala Met Asn Trp Ser Val Arg Pro Asp Lys Arg Phe 
20 25 30 

Arg Leu Ala Leu Gly Ser Phe Val Glu Glu Tyr Asn Asn 'Lys Val Gin 
35 40 45 

Leu Val Gly Leu Asp Giu Glu Ser Ser Glu Phe He Cys Arg Asn Thr 
50 55 - 60 

Phe Asp Kis Pro Tyr Pro Thr Thr Lys Leu Met Trp He Pro Asp Thr 
65 - 70 75 go 

Lys Gly Val Tyr Pro Asp Leu Leu Ala Thr Ser Gly Asp Tyr Leu Arg 
85 90 " 95 

Val Trp Arg Val Gly Giu Thr Glu Thr Arg Leu Glu Cys Leu Leu Asn 
100 105 HO 

Asn Asn Lys Asn Ser Asp Phe Cys Ala Pro Leu Thr Ser Phe Asp Trp 
115 120 125 

Asn Giu Val Asd Pro Tvr Leu Leu 
130 * us 



(2) INFORMATION FOR SEQ ID NO: 631: 

(i) SEQUENCE CHARACTERISTICS : 

{A) LENGTH: 140 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear' 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 681: 



WO 9S/54963 



PCT/US9S/U-! 



691 



Ser ?he Asp Trp Asn Glu Val Asp Pro Tyr Leu Leu Gly Thr Ser Ser 

I 5 10 15 

lis Asp Thr Thr Cys Thr lie Trp Gly Leu Glu Thr Gly Gin Val Leu 

20 25 . 30 

Gly Arc Val Asn Leu Val Ser Gly His Val Lys Thr Gin Leu He Ala 

35 40 45 

His Asp Lys Glu Val Tyr Asp He Ala ?he Ser Arg Ala Gly. Gly Gly 

50 25 50 

Arg A-sp Met Phe .Ala Ser Val Gly Ala A.sp Gly Ser val Arg M SC Phe 

65 70 ; 75 30 

Asp Leu Arg His Leu Glu His Ser Thr He lie Tyr Glu Asp Pro Gin 

35 SO 95 

His His Pro Leu Leu Arg Leu Cys Trp Asn Lys Gin Asp Pro Asn Tyr 

100 105 110 

Leu Ala Thr Met AJLa Met A-sp Gly Met Glu Val Val He Leu Asp Val 

115 120 125 

Ajrg Val Pro Ala His Leu Xaa Pro Gly Thr Thr He 

130 135 140 



(2) INFORMATION FOR SEQ ID NO : 682: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 170 -amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 682: 

Val Gly Ala Asp Gly Ser Val Arg Met Phe Asp Leu Arg His Leu Glu 
15 10 15 

His Ser Thr He He Tyr Glu Asp Pro Gin His His Pro Leu Leu Arg 
20 25 30 

Leu Cys Trp Asn Lys Gin A.sp Pro Asn Tyr Leu Ala Thr Met Ala Mec 
35 40 45 

Asp Gly Met: Glu Val Val He Leu Asp Val Arg Val Pro A.I a Kis Leu 
50 55 60 

Xaa Pro Gly Thr Thr He Glu His Val Ser Me: Ala Leu Leu Gly Pro 
65 70 75 30 

His He His Pro Ala Thr Ser Ala Leu Gin Arg Mes Thr Thr Arg Leu 
85 90 95 

Ser Ser Gly Thr Ser Ser Lys Cys Pro Glu Pro Leu Arg Thr Leu Ser 
100 105 110 

Trp Pro Thr Gin Leu Xaa Gly Glu He Asn Asn Val Gin Trp A.Ia Ser 
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115 120 125 

Thr Gin Pro Glu Leu Ser Pro Ser Ala Thr Thr Thr Ala Trp Arg Tyr 
130 135 140 

Ser Glu Cys Ser Val Gly Gly Ala Val Pro Thr Arg Gin Gly Leu Leu 
145 150 155 150 

Tyr Phe Leu Pro Leu Pro His Pro Gin Ser 
155 170 



(2) INFORMATION FOR 3EQ ID NO: 633: 

(i) SEQUENCE CHAEACTERISTICS : 

(A) LENGTH: 236 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 633: 

Leu Tyr Ala Thr Ala Thr Val lie. Ser Ser Pro Ser Thr Glu Xaa Leu 
15 10 15 

Ser Gin Asp Gin Gly Asp Arg Ala Ser Leu Asp Ala Ala Asp Ser Gly 
20 ;25 30 

Arg Gly Ser Trp Thr Ser Cys Ser Ser Gly Ser His Asp Asn lie Gin 
25 40 45 

Thr lie Gin His Gin Arg Ser Trp Glu Thr Leu Pro Phe Gly His Thr 
50 55 60 

His Phe Asp Tyr Ser Gly Asp Pro Ala Gly Leu Trp Ala Ser Ser Ser 
65 70 75 ' 80 

His Met Asp Gin He Met Phe Ser Asp His Ser Thr Lys Tyr Asn Arg 
85 90 95 

Gin Asn Gin Ser Arg' Glu Ser Leu Glu Gin Ala Gin Ser Arg Ala Ser 
100 105 110 

Trp, Ala Ser Ser Thr Gly Tyr Trp Gly Glu Asp Ser Glu Gly Asp Thr 
115 120 - 125 

Gly Thr He Lys Arg Arg Gly Gly Lys Asp Val Ser He Glu Ala Glu 
130 135 140 

Ser Ser Ser Leu Thr Ser Val Thr Thr Glu Glu Thr Lys Pro Val Pro 
1^5 150 155 150 

Met Pro Ala His He Ala Val Ala Ser Ser Thr Thr Lys Gly Leu He 
155 170 175 

Ala Arg Lys Glu Gly Arg Tyr Arg Glu Pro Pro Pro Thr Pro Pro Giy 
180 135 190 

Tyr He Gly lie Pro He Thr Asp Phe Pro Glu Giy His Ser His Pro 
135 200 205 



WO 98/54963 



69: 



Ala Arg Lys Pro Pro Asp Tyr Asn Val Ala. Leu Gin Arg Ser Arc Mec 
210 2IS 220 

Val Ala Arg Ser Ser Asp Thr Ala Gly Pro Ser Ser Val Gin Gin Pro 
225 230 235 . 240 

His Gly Kis Pro Thr Ser Ser Arg Pro Val Asn Lys Pro Gin Trp His 
245 250 255 

Lys Xaa Asn Glu Ser Asp Pro Arg Leu Ala Pro Tyr Gin Ser Gin Gly 
260 265 270 

Phe Ser Thr Glu Glu Asp Glu Asp Glu Gin Val Ser -Ala Val 
275 2S0 235 



(2) INFORMATION FOR SEQ ID NO: 584: 

fi) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 42 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 684: 

His Met Asp Gin lie Met Phe Ser Asp His Ser Thr Lys Tyr Asn Arg 
1 5 10 15 

Gin Asn Gin Ser Arg Glu Ser Leu Glu Gin Ala Gin Ser Arg Ala Ser 
20 - 25 - ' • 30 

Trp Ala Ser Ser Thr Gly Tyr Trp Gly Glu 
35 40 



(2) INFORMATION FOR SEQ IQ NO: 635: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 51 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 535: 

Ser Val Thr Thr Glu Glu Thr Lys Pro Val Pro Men Pro Ala Kis lie 
1 5 10 15 • 

Ala Val Ala Ser Ser Thr Thr Lys Gly Leu He Ala Arg Lys Glu Gly 
20 25 30 

Arg Tyr Arg Glu Pro Pro Pro Thr Pro Pro Gly Tyr He Gly He Pro 
25 40 ' 45 

He Thr Asp 
50 



(2) INFORMATION FOR SEQ ID NO: 636: 
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H) sx~ur:cs cw--.rn^iTics : 

l.-.i 12>3SI£: 57 =.Tj.no acids 
(3, 71": aninc acid 

Ui) 32;l~ci iuG?_:P7n:;: ssq id no: S36-. 



Va_ -.la Leu Gin Arc Ser Arg V.~i Val Ala Arc Ser See Asp Thr Ala 
1 2 10 15 

Gly Pro Ser Sar Val Gin Gin ?r: His Gly His. Pro Thr Ser Ser Arg 
20 25 30 

Pro Val Asr. Lys Pro Gir. Trp His lys Xaa Asn Glu Ser Asp Pro Arc 
2£ 4!- 45 

Leu Ala Pro Tyr Gin Ser Sin Gly ?he 
50 55 



(2) Z:ZrOPI^TI^I PC?. SZQ 13 NO: €37-: 

(i) CwACTSISTICS : 

(A) LHMGCK: 41 ardno acids 

(3) TYPE: ardnc acid 

(D) TCPCLCGy : linear 
(Mi) S^QuirrCZ ZZSC?ZTZZZli: SZQ ID NO: 637: 

•Cys leu Leu Phe Val Pha Val Sar Leu Gly Met Arg Cys Leu ?he Trp 
i 5 10 15 

Thr He Val Tyr Asr. Val leu Tyr: Leu Lys His Lys Cys £sn Thr Val 
2C 25 30 

Leu Leu Cys Tyr His Leu Cys Ser He 
25 40 



(2) ISFO&ffinaJ "?C?. SEQ ID X: o38 : 

(i) szquz:;ce CC-PA.CTE?LSTICS : 

(A) LENGTH: 57 amino acids 

(B) TYPE: amino acid 
(D) TOrCLCGY: linear 

Ui) SZQLZMCZ DESCRIPTION: SZQ ID NO: 638: 

Ala Cys Ser Lys Leu He Pro Ala Phe Glu Met Val Met Arg Ala Lvs 
1 5 10 15 

Asp Asn Val Tyr His Leu Asp Cys Phe Ala Cys Gin Leu Cys Asn Gin 
20 25 . 30 

Arg Xa_a Cys Val Gly Asp Lys Phe Phe Leu Lys Asn Asn Xaa Xaa Leu 
25 40 45 

Cys Gin Thr Asp Tyr Glu Glu Gly Leu Met Lys Glu Glv Tvr Ala Pro 
50' 55 60 



Xaa Val Arg 
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(2) INFORMATION FOR SEQ ID NO: 539: 

( i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 45 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5S9: 

Ser Ala Leu Ser Glu Pro Giy Ala Fro Asp Arg Arc Arg Pro Cys Pro 
i - 5 10 15 

Glu Ser Val- Pro Arg Arg Pro Asp Asp Glu Gin Trp Pro Pro Pro Thr 
20 25 30 

Ala Leu Cys Leu Asp Val Ala Pro Leu Pro Pro Ser Ser 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 690: 

( i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 690 : 

Pro Val Gly Tyr Leu Asp Lys Gin Val Pro Asp Thr Ser. Val Gin Glu 
1 ' " 5 10 15 

Thr Asp Arg lie Leu Val Glu Lys Arg Cys Trp Asp lie Ala Leu Gly 
20" 25 30 

Pro Leu Lys Gin lie Pro Met Asn Leu Phe lie 

' ' '35 ' 40 



(2) INFORMATION FOR SEQ ID NO: 691: 

(i) SEQUENCE CHARACTERISTICS : 

. (A) LENGTH: 214 amino acids 

(S) TYPE: amino acid 

(D) TOPOLOGY: .linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 691: 

Ala His Ala Ser Glu Ser Gly Glu Arg Trp Trp Ala Cys Cys Gly Val 
1.5 10 15 

Arg Phe Gly Leu Arg Ser He Glu Ala He Gly Arg Ser Cys Cys His 
20 25 30 

Asp Gly Pro Giy Gly Leu Val Ala Asn Arg Gly Arg Arg Phe Lys Trp 
35 40 45 

Ala lie Glu Leu Ser Gly Pro Giy Gly Gly Ser Arg Gly Arg Ser Asp 
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50 55 50 

Arg Gly Ser Gly Gin Gly Asp Ser Leu Tyr Pro Val Gly Tyr Leu Asp 
65 70 75 30 

Lys Gin Val Pro Asp Thr Ser Val Gin Glu Thr Asp Arg He Leu Val 
35 90 95 

Glu Lys Arg Cys Trp Asp He Ala Leu Gly Pro Leu Lys Gin He Pro 
100 105 HQ 

Men Asn Leu Phe He Mec Tyr Met Ale Gly Asn Thr He Ser lie Phe 
115 12G 125 

Pro Thr Mec Met: Val Cys Mac Mec Ala Trp Arg Pro He Gin Ala Leu 
130 135 140 

Mec Ala He Ser Ala Thr Phe Lys Mec Leu Glu Ser Ser Ser Gin Lys 
145 150 155 160 

Phe Leu Gin Gly Leu Val Tyr Leu He Gly Asn Leu Met: Gly Leu Ala 
165 170 175 

Leu AJa Val Tyr Lys Cys Gin Ser Mec Gly Leu Leu Pro Thr His Ala 
130 185 190 

Ser Asp Trp Leu Ala Phe He Glu Pro Pro Glu Arg Met: Glu Phe Ser 
195 200 205 

Gly Gly Gly Leu Leu Leu 
210 



(2) INFORMATION FOR SEQ ID NO: 692: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 46 amino acids 

(E) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 592: 

Ala Thr Phe Lys Mec Leu Glu Ser Ser Ser Gin Lys Phe Leu Gin Gly 
15 10 15 

Leu Val Tyr Leu He Gly Asn Leu Mec Gly Leu Ala Leu Ala Val TVr 
20 25 ' 30 

Lys Cys Gin Ser Mec * Gly Leu Leu Pro Thr Eis Ala Ser Asp 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: = 93: 

(i) SEQUENCE C-IARACTEPJSTICS : 

(A) LENGTH: 43 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
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vai Gly TV- Leu Asz: Lvs Gin Val Pro Asp Thr Ser Val Gin Giu 
1 5 - 10 IS 

5 Thr Aso Arc lie Leu Val Giu Lys Arg Cys Trp Asp lie Ala Leu Gly 
20 25 30 

Pro Leu Lvs Gin lie Pro Mec Asn Leu ?he lie 
35 40 

lO- 



ta) INFOEMAT ION FOR SEQ ID NO: 634: 

15 (i) SEQUENCE CHARAGTS21I3TICS : 

(A) LENGTH: 43 amine acids 
(3) TYPE : amino acid 
(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 694: 



20 



t*-o ^nr Thr Lvs Leu Asp He Mec Giu Lys Lys Lys His He Gin lis 
1 ' 5 10 15 



Arg *he Pro Ser Phe Tvr His Lys Leu Val Asp 3er~ Gly Arg Mec Arg 
25 20 25 30 

Se- t vs Arg Giu Thr Arg Arg Giu Asp Ser Asp Thr Lys His Asn Leu 
35 40 45 

30 ' 



35 (2) INFORMATION FOR SEQ' ID NO: 695: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 167 amino acids 
(3) TYRE: anu.no acid 
40 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 695: 



45 



Thr G^u His He lie Ala Val Mec He Thr Giu Leu Arg Gly Lys Asp 
1 5 10 ' 15 

Tie Leu Ser Tvr Leu Giu Lvs Asn He Ser Val Gin Mec Thr He Ala 
20 25 30 



Val Gly Thr Arg Mec Pro Pro Lys Asn Phe Ser Arg Gly Ser Leu Val 
50 ~ " 35 " 40 . 45 

Phe Val Ser He Ser Phe He Val Leu Mec lie He Ser Ser Ala Trp 
50 55 50 

55 Leu He Phe Tyr Phe He Gin Lys He Arg Tyr Thr Asn Ala Arg Asp 
55 70 "5 80 



60 



Arg Asn Gin Arg Arg Leu Gly Asp Ala Ala Lys Lys Ala He Ser Lys 
S 5 o 0 95 
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Leu Thr Thr Arg Thr Vai Lys Lys Gly Asp Lys Glu Thr Asp Pro Asp 
100 105 HO 

?he Asp His Cys Ala Vai Cys He Glu Ser Tyr Lys Gin Asn Asc- Vai 
115 120 125 

Vai Arg lie Leu Pro Cys Lys His Vai Phe His Lys Ser Cys Vai Asp 
130 135 140 

Pro Trp Leu Ser Giu His Cys Thr Cys Pro Mec Cys Lys Leu Asn lie 
145 150 155 150 

Leu Lys Ala Leu Giy lie Vai 
165 



(2) INFORMATION FOR SEQ ID NO: 696: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 27 S amino acids 

(B) TYPE : amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 696: 

Met Thr His Pro Gly Thr Glu His lie lie Ala Vai Met He Thr GIu 
15 10 15 

Leu Arg Gly Lys Asp He Leu Ser Tyr Leu Glu Lys Asn lie Ser Vai 
20 25 30 

Gin Met Thr He Ala Vai Gly Thr Arg Met Pro Pro Lys Asn Phe Ser 
35 40 45 

Arg Gly Ser Leu Vai Phe Vai Ser He Ser Phe He Vai Leu Met lie 
50 55 60 

He Ser Ser Ala Trp Leu lie Phe Tyr Phe lie Gin Lys He Arg Tyr 
S5 70 75 30 

Thr Asn .Ala Arg Asp Arg Asn Gin Arg Arg Leu Giy Asp Ala Ala Lys ' 
85 ,90 95 

Lys Ala He Ser Lys Leu Thr Thr Arg Thr Vai Lys Lys Gly Asp Lys 
100 105 110 

Glu Thr Asp Pro Asp Phe Asp His Cys Ala Vai Cys He Glu Ser Tyr 
115 .120 125 

Lys Gin Asn Asp Vai Vai Arg He Leu Pro Cys Lys His Vai Phe His 
130 135 140 

Lys Ser Cys Vai Asp Pro Trp Leu Ser Glu His Cys Thr Cys Pro Met 
1*5 • 150 155 160 

Cys Lys Leu Asn lie Leu Lys Ala Leu Gly He Vai Pro Asn Leu Pro 
155 170 175 

Cys Thr Asp Asn Vai Ala Phe Asp Met Glu Arg Leu Thr Arg Thr Gin 
190 185 190 
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Ala Vai A£n Arg Arg Ser Ala Leu Gly Asp Leu Ala Gly Asp Asn Ser 
195 200 205 

Leu Gly Leu Glu Pro Leu Arg Thr Ser Gly lie Ser Pro Leu Pro Gin 
210 215 220 

Asp Gly Glu Leu Thr Pro Arg Thr Gly Glu lie Asn lie Ala Vai Thr 
225 230 225 240 

Lys Glu Trp Phe He lie Ala Ser Phe Gly Leu Leu Ser Ala Leu Thr 
245 250 255 

Leu Cys Tyr Met He lie Arg Ala Thr Ala Ser Leu Asn Ala Asn Glu 
260 265 270 

Vai Glu Trp Phe 
275 



(2) INFORMATION FOP. SEQ ID NO: 697: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH": 69 amino acids , * 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(:-:i) SZQUZXCZ DESCRIPTION: SEQ ID NO: 597: 

Thr Glu His lie lie Ala Vai Met: lie Thr Glu Leu Arg Gly Lys Asp 
I 5 10 15 

lie Leu Ser Tyr Leu Glu Lys Asn lie Ser Vai Gin Met Thr . lie Ala 
20 25 30 

Vai Gly Thr Arg Met Pro Pro Lys Asn Phe Ser Arg Gly Ser Leu Vai 
35 40 45 

Phe Vai Ser He Ser Phe lie Vai" Leu Met He' lie Ser Ser Ala Trp 
50 55 60 

Leu lie Phe Tyr Phe 
65 



('2) INFORMATION FOR SEQ ID NO : 69S : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 58 amino acids 

(3) TYPE: amino acid 

( D ) TOPOLOGY : I inear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 698: 

Ser lie Ser Phe He Vai Leu Met lie lie Ser Ser Ala Trp Leu lif 
1 5 10 15 



Phe Tyr Phe He Gin Lys He Arg Tyr Thr Asn Ala Arg Asp Arg Asn 
20 25 30 
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Gin Arg Arc Leu Gly Asp Ala Ala Lys Lys Ala lie Ser Lys Leu Thr 
33 40 45 



Thr Arg Thr Val Lys Lys Gly Asp Lys Glu 
50 55 



(2) INFORMATION .FOR SEQ ID NO: 599: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 66 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 599: 

Val Lys Lys Gly Asp Lys Glu Thr Asp Pro Asp ?he Asp His Cys "Ala 
1.5 10 ' 15 

Val Cys He Glu Ser Tyr Lys Gin Asn Asp Val Val Arc lie Leu Pro 
20 25 30 

Cys Lys His Val Phe His Lys Ser Cys Val Asp Pro Trp Leu Ser Glu 
35 40 45 

His Cys Thr Cys Pro Met Cys Lys /Leu Asn lie Leu Lys Ala Leu Gly 
50 55 SO 

lie Val 
65 



(2) INFORMATION FOR SEQ ID NO : 700: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH 106 amino acids 

{3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 700: 

Mec Thr His Pro Gly Thr Glu His He He Ala Val Mec He Thr Glu 
1 5 10 ' 15 

Leu Arg Gly Lys Asp He Leu Ser Tyr Leu Giu Lys Asn lie Ser Val 
20 25 30 

Gin Met Thr He Ala Val Gly Thr Arg Mec Pro Pro Lys Asn Phe Ser 
35 . 40 45 

Arg Gly Ser Leu Val Phe Val Ser He Ser Phe He Val Leu Mec He 
50 55 60 

He Ser Ser Ala Trp Leu He Phe Tyr Phe lie Gin Lys He Arg Tyr 
S'5 70 75 ~ 80 

Thr Asn Ala Arg A.sp Arg Asn Gin Arg Arg Leu Gly Asp Ala Ala Lys 
35 90 95 



Lys Ala He Ser Lys Leu Thr Thr Arg Thr 
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100 105 



D (2) INFORMATION FOR SEQ ID NO : 701: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 84 amino acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(>:i> SEQUENCE DESCRIPTION: SEQ ID. NO: 701: 



15 



Ala Ala Lys Lys Ala lis Ser Lys Leu Thr Thr Arg Thr Val Lys Lys 

1.5 10 15 

Gly Asp Lys Giu Thr Asp Pro Asp Phe Asp His Cys Ala Val Cys He 

20 25 - 30 



Giu Ser Tyr Lys Gin Asn Asp Val Val Arc He Leu Pro Cys Lys His 

20 35 40 45 

Val Phe His Lys Ser Cys Val Asp Pro Trp Leu Ser Giu His Cys Thr 

'50 55 50 

25 Cys Pro Men Cys Lys Leu Asn He Leu Lys Ala Leu Gly He Val Pro 

.55 70 , 75 30 



Asn Leu Pro Cys 



30 



(2) INFOEMAT ION FOR SEQ ID NO: 702: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 3 5 amino ac ids 

(B) TYPE: amino' acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 702: 



40 



:>o 



Thr Gin Ala Val Asn Arg Arg Ser Ala Leu Gly Asp Leu' Ala Gly Asp 
1 5 10 15 



Asn Ser Leu Gly Leu Giu Pro Leu Arg Thr Ser Gly He Ser Pro Leu 

45 20 25 30 

Pro Gin Asp Gly Giu Leu Thr Pro Arg Thr Gly Giu He Asn He Ala 

35 40 45 

50 Val Thr Lys Giu Trp Phe He lie Ala Ser Phe Gly Leu Leu Ser Ala 
50 55 60 



Leu Thr Leu Cys Tyr Met lie lie Arg Ala Thr Ala Ser Leu Asn Ala 
55 70 75 80 

Asn Giu Val Giu 'Trp Phe 
85 



60 
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i5 



20 



702 



2; i7;?:r-r:::: ftp. si; :t :;c : t:t: 
si;lt::ci c-:afa_t^p -pries : 

fA) LSEI!--: :;i arzis.z aoiis 
»B) TYPI: anus:: arid 
:2) T0PC1CG7: Linear 

£z;uzztcz :icC?-ZP7:c::: sr; z: to: : 

Pro leu His Giy 7-1 A_a Asp His leu Sly Cys Asr ?ro Gin Thr arc 
- 5 i; 1S 

The Phe Val Pro ?ro Asn lie lys Gin Trp lie Ala Leu leu Gin Arcr 
2: 25 30 

I-ly Asr. Cys Thr ?he lys Giu lys lis Ser AroAla Ala she His Asn 
15 40 45 

^- v -- v *l Val lie Tyr .--sr. .Asr. Lys Ser lvs Giu Giu Val 

Thr >Ie. Thr His ?r: Gly Thr Giu His lie lie Ale Val Me- ti* xhr 
55 -5 80 



_ Slu leu Giy lys Asp lie leu Ser T-yr leu Giu Ivs Asn lie Se- 

20 53 SO " 95 * " 

Val Gin Her Thr lie Ale Vai Giy Thr Arg Meo Pro Pro Ivs Asn ?he 

10C i05 no 

30 Ser A_g Giy Ser leu Vei ?he Vai Ser lie Ser ?he lie Val Leu M e r 

125 120 125 



35 



40 



lie lie Ser Ser Ala Trp Leu lie ?he Tyr ?ne iie Gin Ivs lie Arg 
■221 13 5 140 

' ^ — -^P «r. Gin -jrg Arr leu Giy Aso Ala Ala 

145 150 15= ■ 16Q 

-V- lys A2a lie Ser lys leu Thr Thr :-z Tnr Vei Lvs Ivs Giv *su 
155 it: 17 g 

lys Giu Thr Asp Pro Asp Phe Asp His Cys A2a Val Cvs Tie Giu Se- 
152 235 190 ' 

45 Tyr lys Gin Asn Asp Vei Vei Arg lie leu Pro Cys Lvs His Val Phe 
1^3 10C 205 

His lys Ser Cys Val Asp Pro Trp Leu Ser Giu His Cys Thr Cvs Pro 
210 215 z-Q 

50 

e - /s L ^ Leu ^sn lie leu lys Ale Leu Gly 2ie Val Pro Asn Leu 
225 250 215 240 

Pro Cys Thr Asp Asn Vei Ala Phe Asp Mez Giu Arg Leu Thr Arg Thr 
° , 243 230 255 

Gin Ala Val Asn Arg Arg Ser Ala Leu Gly Asp leu Ala Giv Asp *sr 
260 2c5 270 

60 Ser Leu Giy .Leu Giu Pro leu Arg Thr Ser Gly lie Ser Pro Leu Pro 
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275 280 2S5 

Gin Asp Gly Giu Leu Thr Pro Arg Thr Gly Glu lie Asn lie Ala Val 
290 295 300 

Thr Lys Glu Trp ?he lie lie Ale Ser ?he Gly Leu Leu Ser Ala Leu 
305 310 315 320 

Thr Leu Cys Tyr Mac lie lie Arg Ala Thr Ala Ser Leu Asn Ala Asn 
325 330 335 

Giu Vai Giu Trp ?he 
340 



(2) INFORMATION FOR SEQ ID NO: 704: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 60 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID. NO: 704: 

His Gly val Ala Asp His Leu Gly Cys Asp Pro Gin Thr Arg ?he Phe 
1 5 , - 10 15 

Vai Pro Pro Asn lie Lys Gin Trp He Ala Leu Leu Gin Arg Gly Asn 
20 -25 . 30 

Cys Thr Phe Lys Glu Lys He Ser Arg Ala Ala Phe His Asn Ala Val 
35 40 45 

Ala Val Val lie Tyr Asn .Asn Lys Ser Lys Giu Glu . 
50 55 : 60 



(2) INFORMATION FOR SEQ ID NO: 705: 

(i) SEQUENCE CHARACTERISTICS: 

(A.) LENGTH: 314 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 705: 



Met Ser Gly Gin Gly Leu .Ala Gly 
1 5 

Cys Ala lie Ala Ser Gly Ser Glu 
20 

Phe He Thr Ala Cys Ala Vai lie 
35 40 



Phe Phe A. I a Ser Val Ala -Met He 
10 -15 

Leu Ser Glu Ser Ala Phe Gly Tyr 
25 30 

He Leu Thr lie lie Cys Tyr Leu 
45 



Gly Leu Pro Arg Leu Giu Phe Tyr Arg Tyr Tyr Gin Gin Leu Lys Leu 
50 . 55 50 



Glu Gly 
£5 



Pro Gly Glu Gin Glu Thr 
70 



Lys Leu Asp Leu 
75 



He Ser Lys Gly 
30 
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Glu Giu Pro Arg Ala Gly Lys Glu Glu Ser Gly Val Ser Val Ser Asn 
85 90 95 

5 Ser Gin Pro Thr Asn Glu Ser His Ser lie Lys Ala lie Leu Lys Asn 
100 105 110 

lie Ser Val Leu Ala Phe Ser Val Cys ?he lie ?he Thr He Thr lie 
115 120 125 

10 

Gly Met: Phe Pro Ala Val Thr Val Glu Val Lys Ser Ser lie Ala Gly 
130 135 140 

Ser Ser Thr Trp Glu Arg Tyr Phe lie Pro Val Ser Cys Phe Leu Thr 
15 145- 150 155 160 

Phe Asn He Phe Asp Trp Leu Gly Arg Ser Leu Thr Ala Val Phe Met: 
165 170 175 

20 Trp Pro Gly Lys Asp Ser Arg Trp Leu Pro Ser Trp Xaa Leu Ala Arg 
130 185 ' ISO 



25 



Leu Val Phe Val Pro Leu Leu Leu Leu Cys Asn He Lys Pro Arg Arg 
195 200 205 

Tyr Leu Thr Val Val Phe Glu His Asp Ala Trp Phe lie Phe Phe Mec 
210 215 220 



Ala Ala Phe Ala Phe Ser Asn Gly Tyr Leu Ala Ser Leu Cys Met Cys 
30 225 230 235 240 

Phe Gly Pro Lys Lys Val 'Lys Pro Ala Glu Ala Glu Thr Ala Glu Pro 
•245 250 255 

35 Ser Trp Pro Ser Ser Cys Val Trp Val Trp, His Trp Gly Leu Phe Ser 
250 265 270 



40 



Pro Ser Cys Ser Gly Gin Leu Cys Asp Lys Gly Trp Thr Giu Gly Leu 
275 230 285 

Pro Ala Ser Leu Pro Val Cys Leu Leu Pro Leu Pro Ser Ala Arg Gly 
290 295 300 



Asp Pro Giu Trp Ser Gly Gly Phe Phe Phe 
45 ' 305 310 



50 



55 



(2) INFORMATION FOR SEQ ID NO: 706: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 106 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 706: 

Met Ser Gly Gin Gly Leu Ala Gly Phe Phe Ala Ser Val Ala Me: lie 
1.5 10 15 



60 Cys Ala lie Ala Ser Gly Ser Glu Leu Ser Giu Ser Ala Phe Gly Tyr 
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20 



25 30 



Ph» Thr Ala Cvs Ala Val lie Ha Leu Thr 11= lie Cys Tyr Leu 
35 40 45 

3 G iy Leu °ro Arg Leu" C-lu Phe Tyr Arg Tyr Tyr Gin Gin Leu Lys Leu 
50 55 50 

Giu r.iv Pro Glv Glu Gin Glu Thr Lys Leu Asp Leu He Ser Lys Giy 
10 is '" . ' 70 75 

Glu Giu Pro Arg Ala Giy Lys Glu Glu Ser Giy Val Ser Vai Ser Asn 
85 S° 5 = 

1 5 Se 1 - Gin Pro Thr Asn C-lu Ser His Ser He 
100 1°5 



20 (2) INFORMATION FOP, SEQ ID NO: 707: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: SI amino acids' 
(3) TYPE : amino acid 
25 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 707: 

Se- Giv vai Ser val Ser Asn Ser C-In Pro Thr Asn Glu Ser His Ser 
. I ' 5 10 15 



30 



Tie Lvs Ala He Leu Lys Asn He Ser Val Leu Ala Phe Ser Val Cys 
20 25 . 30 



Phe lie Phe Thr He Thr He Giy Mec Phe Pro Ala Val Thr Vai Glu 
35 35 



40 45 



val Lvs Ser Ser He Ala Giy Ser Ser Thr Trp Glu Arg Tyr Phe lie 



50 



55 50 



40 =ro val Ser Cvs Phe Leu Thr Phe Asn He Phe Asp Trp Leu Giy Arg 
55 ' . 70 ^ 30 

Ser 

45 



(2) INFORMATION FOR SEQ ID NO: 708: 

50 (i) SEQUENCE CHAxttCTERISTICS : 

(A) LENGTH : 92 amino acids 
(5) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 70S: 

~° Thr 'i* G^y Mer Phe Pro Ala Val Thr Val Giu Val Lys Ser Ser lie 
* - ~ ' 5 10 15 

Ala Glv Ser Ser Thr Trp Glu Arg Tyr Phe He Pro Vai Ser Cys Phe 
60 20 25 30 
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Leu Thr ?he Asn lie ?he Asp Trp Leu" Gly Arg Ser Leu Thr Ala Val 
35 40 45 

Phe Mec Trp Pro Gly Lys Asp Ser Arg Trp Leu Pro Ser Trp- Xaa Leu 
50 55 60 

Ala Arg Leu Val ?he Val Pro Leu Leu Leu Leu Cys Asn lie Lys Pro 
• 65 70 75 30 

Arg Arg Tyr Leu Thr Val Val Phe Glu His Asp Ala 
85 90 



(2) INFORMATION FOR SEQ ID NO: 709: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 74 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(:<i ) SEQUENCE DESCRIPTION: SEQ ID NO: 709: 

Phe Gly Pro Lys Lys Val Lys Pro Ala Glu Ala Glu Thr Ala Glu Pro 
1-5 10 15 

Ser Trp Pro Ser Ser Cys Val Trp Val Trp His Trp Gly Leu Phe Ser 
20 25 30 

Pro Ser Cys Ser Gly Gin Leu Cys Asp Lys Gly Trp Thr Glu Gly Leu 
35 40 45' 

Pro Ala Ser Leu Pro Val Cys Leu Leu Pro Leu Pro Ser Ala Arg Gly 
. 50 55 60 

Asp Pro Glu Trp Ser Gly Gly Phe Phe Phe 
65 70 * 



(2) INFORMATION FOR SEQ ID NO: 710: 

(i) SEQUENCE C-iAPACTERISTICS : 

(A) LENGTH: 135 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 710: 

Asp Asp Asp Gly Phe Glu lie Val Pro lie Glu Asp Pro Ala Lys His 
15 10 IS 

Arg He Leu Asp Pro Glu Gly Leu Ala Leu Gly Ala Val He Ala Ser 
20 25 30 

Ser Lys Lys Ala' -Lys Arg Asp Leu He Asp Asn Ser Phe Asn A_rg Tyr 
"35 40 45 

Thr Phe Asn Glu Asp Glu Gly Glu Leu Pro Glu Trp Phe Val Gin Glu 
50 55 60 
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Glu Lys Gin His Arg lie Arg Gin Leu Pro Val Gly Lys Lys Glu Val 
65 70 75 * 30 

Glu His Tyr Arg Lys Arg Trp Arg Glu lie Asn Ala Arg Pro He Xaa 
35 90 ?5 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
100 105 110 

Leu Glu Gin Thr Arg Lys Lys Ala Glu Ala Val Val Asn Thr Val Asp 
115 120 125 

lie Xaa Arg Thr Arg Glu Ser 
130 135 . 



(2) INFORMATION FOR SEQ ID NO: 711: 

-(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 50 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 711: 

Asp Asp Asp Gly Phe Glu lie Val Pro He Glu Asp Pro Ala Lys His 
1 5 10 15 

Arg lie Leu Asp Pro Glu Gly Leu Ala Leu Gly Ala Val He Ala Ser 
20 25 30 

Ser Lys- Lys Ala Lys Arg Asp Leu He Asp A.sn Ser Phe- Asn Arg Tyr 
35 40 45 

Thr ?he 
50 



(2) INFORMATION FOR SEQ ID NO: "712: 

(i) SEQUENCE CHAFACTEFJISTICS : 

(A) LENGTH: 51 amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID MO: 712: 

Lys Arg Trp Arg Glu He Asn Ala Arg Pro He Xaa Xaa Xaa Xaa Xaa 
15 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Leu Glu Gin Thr 
20 25 30 

Arg Lys Lys A.I a Glu Ala Val Val Asn Thr Val Asp He Xaa Arg Thr 
35 40 45 

Arg Glu Ser 
50 
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(2) INFORMATION FOR SEQ ID NO: 713: 

(i) SEQUENCE C-ffiHACTERISTICS : 

(A) LENGTH: 215 amino -acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(yS) SEQUENCE DESCRIPTION: SEQ ID NO:. 7 13: 

Mec lie Lys Asp Lys Giy Arc Ala Arg Thr Ala Leu Thr Ser Ser Gin 
. 1 5 10 15 

Pro Ala His Leu Cys Pro Glu Asn Pro Leu Leu His Leu Lys Ala Ala 
20 25 in 

Val Lys Glu Lys Lys Arg Asn Lys Lys Lys Lys Thr lie Gly Ser Pro 
35 40 45 

Lys Arg lie Gin Ser Pro Leu Asn Asn Lys Leu Leu Asn Ser Pro Ala 
. 50 55 50 

Lys Thr Leu Pro Gly Ala Cys Gly Ser Pro Gin Lys Leu lie Asp Gly 
65 70 75 " 80 

?he Leu Lys His Glu Gly Pro Pro Ala Glu Lys Pro Leu Glu Glu Leu 
S5 / SO 35 

Ser Ala Ser Thr Ser Gly Val Pro Gly Leu Ser Ser Leu Gin Ser Asp 
100 105 110 

Pro Ala Gly Cys Val Arg Pro Pro Ala Pro Asn Leu Ala Gly Ala Val 
115 120 "125 

Glu Phe' Asn Asp Val Lys Thr Leu Leu Arg Glu Trp -lie Thr Thr He 
130 135 140 

Ser Asp Pro Met Glu Glu Asp He Leu Gin Val Val Lys Tyr Cys Thr 
145 150 " 155 160 

Asp Leu He Glu Glu Lys Asp Leu Glu Lys Leu Asp Leu Val He Lys 
165 170 175 

Tyr Met Lys Arg Leu Mez Gin Gin Ser Val Glu Ser Val Trp Asn Met 
180 135 190 

Ala Phe Asp Phe lie Leu Asp Asn Val Gin Val Val Leu Gin Gin Thr 
195 200 205 

Tyr Gly Ser Thr Leu Lys Val Thr 
210 215 



(2) INFORMATION FOR SEQ ID NO: 714: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 52 amino acids 
(3) TYPE : amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 714: 
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Mec lie Lys Asp Lys Giy Arg Ala Arc Thr Ala Leu Thr Ser Ser Gin 
15 10 13 

Pro Ala His Leu Cys Pro Giu Asn Pro Leu Leu His Leu Lys Ala Ala 
20 . 25 30 

Val Lys Giu Lys Lys Arg Asn Lys Lys Lys Lys Thr lie Giy Ser Pro 
35 40 . 45 

Lys Arg lie Gin 
50 



(2) INFORMATION FOR SEQ ID NO: 715: 

(i) ScQUHNCH Cl^AKACTEHISTICS : 

(A) LENGTH: - 100 'amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 715: 

Lys Arg lie Gin Ser Pro Leu Asn Asn Lys Leu Leu Asn Ser Pro Ala 
1 5 10 15 

Lys Thr Leu Pro Giy Ala Cys Giy Ser Pro Gin Lys Leu lie Asp Giy 
20 25' 30 

Phe Leu Lys His Giu Giy Pro Pro Ala Giu Lys Pro Leu Giu Giu Leu 
3 5 40 45 

Ser Ala Ser- Thr Ser Giy Val Pro Giy Leu Ser Ser Leu Gin Ser Asp 
50 5-5 60 

Pro Ala Giy Cys Val Arg Pro Pro Ala Pro Asn Leu Aia Giy Ala Val 
65 70 75 B0 

Giu Phe Asn Asp Val' Lys Thr Leu Leu Arg Giu Trp lie Thr Thr lie 
85 50 95 

Ser Asp Pro Men 
100 



(2) INFORMATION FOR" SEQ ID NO: 716: 

(i) SEQUENCE CHAFACTE?J:STICS : 

(A) LENGTH: 74 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 716: 

Thr He Ser Asp Pro Me: Giu Giu Asp lie Leu Gin Val Val Lys Tyr 
1-5 10 15 

Cys Thr Asp Leu He Giu Giu Lys Asp Leu Giu Lys Leu Asp Leu Val 
20 25 20 



WO 98/54963 



710 



lie Lys Tyr Met Lys Arc Leu Mec Gin Gin Ser Vai Glu Ser Vai Trp 

35 40 45 

Asn Mec Ale ?he Asp ?he He Leu Asp Asn Vel Gin Val Vai Leu Gin 

50 55 60 

Gin Thr Tyr Giy Ser Thr Leu Lys Vai 'Thr 
65 • 70 



(2) INFORMATION _ FOR SEQ ID NO: 111: 

(i) SEQUENCE CHAPACTERISTIC3 : 

(A) LENGTH : IS amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 717: 

Phe Cys His Asp Cys Lys Phe Pro Glu Ala Ser Pro Ala Mec Asn Cys 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 718: 

11) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: IS amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 718 : 

Phe Cys His A.sp Cys Lys Phe Pro Glu Ala Ser Pro Ala Mec Asn Cys 
15 10 15 

Glu Pro 



(2) INFORMAT ION FOR SEQ ID NO: 719: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 amino acids 

(3) TYPE: amino acid 

(D). TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 719: 

Pro Gin Pro Ser Asn Phe Pro Thr Thr Val Arg Asn Leu Pro Tyr Ser 
I 5 10 15 

Gly Ala Giy Ala Gin Pro Pro Pro Ser Asn Cys 
20 25 



(2) INFORMATION FOR SEQ ID NO: 720: 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LEMGTK: 134 amino acids 
(3) TYPE: amine acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 720: 



Met Ala Ser Ser 
I 

Phe Leu lie Gly 
20 

Gin Trp Leu Pro 
35 

Asp Ser Ser Ala 

50 ' 



Val Pro Ala Giy 
5 

Lys Leu Asp Leu 

Phe Val Leu Arg 
.40 

His Ser Leu Pro 
55 



Gly His Thr Arc 
10 

Glu Ala Ser Leu 
25 

Lys Lys Cys Asn 



Leu His Pro Leu 
50 



Ala Gly Gly lie 
15 

Phe Lys Ser Phe 
30 

Phe Phe Cys Trp 
45 

Ser Ala Ser Cys 



Ser Ala Pro Ala Cys His Ala Ser 
55 70 

Thr Arg Ala Leu Cys Pro Ser lie 
35 

Ser Val Phe Arg Thr Asn Ala Pro 
100 

Ser Pro Val Phe Pro Val Phe Pro 

115 120 

Cys Kaa Leu Val Cys Cys 
130 



Asp Thr His Leu Leu Tyr Pro Ser 
75 80 

Phe Ala Trp Leu Val Ala Pro Hi 3 
90 95 

Gly Pro Thr Pro Ser Ser Gin Ser 
105 110 

Val Ser Phe Met Ala Leu lie Val 
125 



(2} INFORMATION FOR SEQ ID NO: 721: 



(i) SEQUENCE CHARACTERISTICS : 

(A} LENGTH: 71 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 721: 

Met Ala Ser Ser Val Pro Ala Gly Gly Kis Thr Arg Ala Gly Gly He 
1 5 10 15 



Phe Leu lie Gly Lys Leu Asp Leu Glu Ala Ser Leu Phe Lys Ser Phe 
.20 25 30 

Gin Trp Leu Pro Phe Val Leu Arg Lys Lys Cys Asn Phe Phe Cys Trp 
35 40 45 



Asp Ser Ser Ala His Ser Leu Pro Leu His Pro Leu Ser Ala Ser Cys 
50 55 60 



Ser Ala Pro Ala Cys His Ala 
65 70 
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(2) INFORMATION FOR SEQ ID NO: 722: 

(i) SEQUENCE CHS J&CTERISTICS : 
5 (A) LENGTH : 46 amino acids 

(3) TYPE: amino acid' 
(D) TOPOLOGY: linear 
(Mi) SEQUENCE DESCRIPTION: SEQ ID NO: 722: 

10 ?he Ala Trp Leu Val Ala Pro His Ser Val ?he Arc Thr Asn Ala Pro 
i 5 10 15 

Gly Pro Thr 

15 

Val Ser Phe 

35 



Pro Ser Ser Gin Ser Ser Pro Val Phe Pro Val Phe Pro 
20 25 20 

Met Ala Leu lie Val Cys Xaa Leu Val Cys Cys 
40 45 



20 

(2) INFORMATION FOR SEQ ID NO: 723: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 134 amino acids 
25 , (B) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 723: 

Met Ala Ser Ser Val Pro Ala Gly Gly His Thr Arg Ala Gly Gly lie 
30 1 5 10 15 

Phe Leu lie Gly Lys Leu Asp Leu Glu Ala Ser Leu Phe Lys Ser Phe 
20 25 30 

35 Gin Trp Leu Pro Phe Val Leu Arg Lys Lys Cys Asn Phe Phe Cys Trp 
35 40 45 

Asp Ser Ser Ala Kis Ser Leu Pro Leu His Pro Leu Ser Ala Ser Cys 
50 55 '60 

40 

Ser Ala Pro Ala Cys His Ala Ser Asp Thr Kis Leu Leu Tyr Pro Ser 
65 70 75 30 

Thr Arg Ala Leu Cys Pro Ser He Phe Ala Trp Leu- Val Ala Pro His 
45 85 90 95 

Ser Val Phe Arg Thr Asn Ala Pro Gly Pro Thr Pro Ser Ser Gin Ser 
100 105 110 

50 Ser "Pro Val Phe Pro Val Phe Pro Val Ser Phe Met Ala Leu lie Val 
115 120 125 

Cys Xaa Leu Val Cys Cys 
130 

55 



(2) INFORMATION FOR SEQ ID NO: 724: 
60 ■ (i) SEQUENCE CHARACTERISTICS : 
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(A) LENGTH: 23c amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 724; 

Met Ala Mac Glu Gly Tyr Trp Arc Pb.e Leu Ala Leu Leu Giy Ser Ala 
15 10 is 

Leu Leu Val Gly Phe Leu Ser Val He Phe Ala Leu Val Trp Val Leu 
20 25 30 

His Tyr Arg Glu Giy Leu Gly Trp Asp Giy Ser Ala Leu Glu Phe Asn 
35 40 45 

Trp His Pro Val Leu Mec Val Thr Gly Phe Val Phe lie Gin Giy lie 
50 55 60 

Ala lie lie Val Tyr Arg Leu Pro Trp Thr Trp Lys Cys Ser Lys Leu 
65 70 75 80 

Leu Met Lys Ser lie His Ala Giy Leu Asn Ala Val Ala Ala Tie Leu 
35 90 . 95 

Ma lie He Ser Val Val Ala Val Phe Glu Asn His Asn Val Asn Asn 
100 105 110 

He Ala Asn Met Tyr Ser Leu His Ser Trp Val Gly Leu lie Ala Val 
115 120 125 

lie Cys Tyr Leu Leu Gin Leu Leu Ser Gly Phe Ser Val Phe Leu Leu 
130 135 140 

Pro Trp Ala Pro Leu Ser Leu Arg Ala Phe Leu Met Pro He His Val 
145 ISO 155 150 

Tyr Ser Giy lie Val lie Phe Giy Thr Val He Ala Thr Ala Leu Met 
165 " 170 175 

Gly Leu Thr Glu Lys Leu lie Phe Ser Leu Arg Asp Pro Ala Tyr Ser 
180 1S5 190 

Thr Phe Pro Pro Glu Giy Val Phe Val Asn Thr Leu Gly Leu Leu He 
195 200 205 

Leu Val Phe Gly Ala Leu lie Phe Trp He Val Thr Arg Pro Gin Trp 
210 215 220 

Lys Arg Pro Lys Glu Pro Asn Ser Thr He Leu His Pro Asn Gly Gly 
225 230 235 240 

Thr Glu Gin Gly Ala Arg Gly Ser Met Pro" Ala Tyr Ser Giy Asn Asn 
245 250 255 

Met Asp Lys Ser Asp Ser Glu Leu Asn, Ser Glu Val Ala Ala Arg Lys 
260 265 270 



Arg Asn Leu Ala Leu Asp Glu Ala Gly Gin Arg Ser Thr Met 
275 230 2S5 
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(2) INFORMATION FOR SEQ ID NO: 725: 



(i) SEQUENCE CHARACTERISTICS : 
5 (A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
< (DJ TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 725>- 

10 ■ Pro Gly Arg Ala Gly Pro Ser Pro Gly Leu Ser Leu Gin Leu Pro Ma 
15 10 15 

Glu Pro Gly His Pro Ala Gly Asn Leu Ala Pro Leu Thr Ser Arg Pro 
20 >:> 30 

15 

Gin Pro Leu Cys Arg lie Pro Ala Val Pro Gly 
35 40 

20 

<~ (2) INFORMATION FOR SEQ ID NO: 726: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 424 amino acids 
25 (3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 726: 



Met Lys Leu Leu -Gly Glu Cys 

30 i s 

Leu Glu His Lys Leu Lys Glu 
20 

35 Asn Leu His Ser Thr Glu Thr 

Glu Leu Leu Gin Ala Gin Ala 

50 55 

40 

Asn Leu Gin Lys Trp Gin Gin 

65 ^70 



45 



50 Lys Glu Leu Gin Lys Ala Val 
115 



Ser Ser Ser lie Asp Ser Val Lys Arg 
10 ^ 15 

Glu Glu Glu Ser Leu Pro Gly Phe Val 
25 30 

Gin Thr Ala Gly Val lie Asp Arg Trp 
40 45 

Leu Ser Lys Glu Leu Arg Met Lys Gin 
60 

Phe Asn Ser Asp Leu Asn Ser lie Trp 
75 30 



Asp His Arg Lys Ala lie lie Leu Ser 
120 125 



Ala Trp Leu Gly Asp Thr Glu Glu Glu Leu Glu Gin Leu Gin Arg Leu 
85 90 95 ■ 

Glu Leu Ser Thr Asp lie Gin Thr lie Glu Leu Gin lie Lys Lys Leu 
100 105' . 110 



lie Asn Leu Cys Ser Pro Glu Phe Thr Gin Ala Asp Ser Lys Glu Ser 
130 13 5 140 

55 

Arg Asp Leu Gin Asp Arg Leu Xaa Gin Met Asn Gly Arg Trp Asp Arg 
145 150 155 

Val Cys Ser Leu Leu Glu Glu Trp Arg Gly Leu Leu Gin Asp Ala Leu 
60 165 17Q its 
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Met Gin Cys Gin Gly ?he Kis Glu Met Ser His Gly Leu Leu Leu Mec 
130 135 190 

Leu Glu Asn lie Asp Arg Arg Lys Asn Glu He Val Pro lie Asp Ser 
195 200 205 

Asn Leu Asp Ala Glu lie Leu Gin Asp Kis Kis Lys Gin Leu Mac Gin 
210 215 220 

lie Lvs Kis Glu Leu Leu Giu Ser Gin Leu Arg Val Ala Ser Leu Gin 
225 " 230 235 240 

Asp Met Ser Cys Gin Leu Leu Val Asn Ala Glu Gly Thr Asp Cys Leu 
245 250 255 

Glu Ala Lys Giu Lys Val Kis Val lie Gly Asn Arg Leu Lys Leu Leu 
250 265 270 

Leu Lvs Glu Val Ser Arg Kis lie Lys Giu Leu Giu Lys Leu Leu Asp 
275 230 2S5 

Val Ser Ser Ser Gin Gin Asp Leu Ser Ser Trp Ser Ser Ala Asp Giu 
290 295 300 

Leu Asp Thr Ser Gly Ser Val Ser Pro Xaa Ser Gly Arg Ser Thr Pro 
305 ~ 310 ' 315 320 

Asn Arc Gin Lvs Thr Pro Arg Gly Lys Cys Ser Leu Ser Gin Pro Gly 
325 330 335 

• Pro Ser Val Ser Ser Pro Kis Ser Arg Ser Thr Lys Gly Gly Ser Asp 
340 345 350 

Ser Ser Leu Ser Glu Pro Xaa Pro Gly Arg Ser Gly Arg Gly Phe Leu 
355 350 355 

Phe Arg Val Leu Arg Ala Ala Leu Pro Leu Gin Leu Leu Leu Leu Leu 
370 375 380 

Leu lie Giy Leu Ala Cys Leu Val Pro Met Ser Glu Glu Asp Tyr Ser 
335 * 39-0 3 95 '400 

Cys Ala Leu Ser Asn Asn Phe Ala Arg Ser Phe Kis Pro Met Leu Arg 
405 - 410 415 

Tyr Thr Asn Gly Pro Pro Pro Leu 
420 



(2) INFOP.MAT ION FOR SEQ ID NO: 727: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 110 amino acids 
(3)- TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 727: 



Met Lys Leu Leu Gly Glu Cys Ser Ser Ser lie Asp Ser Val Lys Arg 
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i 5 10 15 

Leu Glu His Lys Leu Lys GIu GIu GIu Giu Ser Leu Pro Gly Phe Val 
20 25 30 

Asn Leu His Ser Thr Giu Thr Gin Thr Ala Gly Val lie Asp Arg Trp 
3 5 40 45 

Glu Leu Leu Gin Ala Gin Ala Leu Ser Lys Glu Leu Arg Met Lys Gin 
50 55 50 

Asn Leu. Gin Lys Trp Gin Gin ?he Asn Ser Asp Leu Asn Ser lie Trp 
65 70 75 so 

Ala Trp Leu Gly Asp Thr Glu Giu Giu Leu Giu Gin Leu Gin Arg Leu 
35 90 95 

Giu Leu Ser Thr Asp lie Gin Thr lie Giu Leu Gin lie Lys 
100 105 110 



(2) INFORMATION FOR SHQ ID NO: 728: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 135 amino acids 

(B) TYPE : amino acid 
(D) TOPOLOGY : linear 

(:<i) SEQUENCE DESCRIPTION: SEQ ID NO: 728: 

Lys Leu Lys Glu Leu Gin Lys Ala Val Asp His Arg Lys Ala He He 
1 5 10 ' 15 

Leu Ser He Asn Leu Cys Ser Pro Glu Phe Thr Gin Ala Asp Ser Lys 
20 25 30 

Glu Ser Arg Asp Leu Gin Asp Arg Leu Xaa Gin Met Asn Gly Arg Trp 
35 40 45 

Asp Arg Val Cys Ser Leu Leu Giu Giu Trp Arg Gly Leu Leu Gin Asp 
50 55 50 

Ala Leu Mac Gin Cys Gin Gly Phe His Glu Met Ser His Gly Leu Leu 
55 70 75 80 

Leu Met Leu Glu Asn He Asp Arg Arg. Lys Asn Giu He Val Pro He 
S5 90 95 

Asp Ser Asn Leu Asp Ala Glu He Leu Gin Asp His His Lys Gin ' Leu 
100 • 105 110 

Met Gin He Lys His Glu Leu Leu Giu Ser Gin Leu Arg Val Ala Ser 
115 120 125 

Leu Gin Asp Met. Ser Cys Gin Leu 
130 .125 



(2) INFORMATION FOR SEQ ID NO: 72S : 
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(i) SEQUZMCE CHARACTERI STIC 3 : 

(A) LENGTH: 105 amine acids 

(B) TYPE: amino acid 
(D) TOPOLCGY: linear 

" (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 729: 

Gin Asp Me~ Ser Cys Gin Leu Leu Val Asn Ala Glu Giy Thr Asp Cys 
15 10 15 

Leu Glu Ala Lys Glu Lys Val Kis Val lie Gly Asn Arc Leu Lys Leu 
20 25 30 

Leu Leu Lys Glu Val Ser Arc His He Lys Glu Leu Glu Lys Leu Leu 
35 . 40 45 

Asp Val Ser' Ser ' Ser Gin Gin Asp Leu Ser Ser Trp Ser Ser Ala Asp 
50 55 -50 

Glu Leu Asp Thr Ser Gly Ser Val Ser Pro Xaa Ser Gly Arg Ser Thr 
65 70 . 75 80 

Pro Asn Arg Gin Lys Thr Pro Arg Gly Lys Cys Ser Leu Ser Gin' Pro 
85 90 95 

Gly Pro Ser Val Ser Ser Pro His Ser 
100 105 



{ 2 ) INFORMATION FOR SEQ ID NO: 730: 

(i) 'SZQUZZKZ CHARACTERISTICS: 

, (A) LENGTH: 73 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 730: 

Asp Ser- Ser Leu Ser Glu Pro Xaa Pro Gly Arg Ser Gly Arg -Gly Phe 
1 5 "10 15 

Leu Phe Arg Val Leu Arg Ala Ala Leu Pro Leu Gin Leu Leu Leu Leu 
20 25 30 

Leu Leu lie Gly Leu Ala Cys Leu Val Pro Met Ser Glu Glu Asp Tyr 
35 40 45 

Ser Cys Ala Leu Ser Asn Asn Phe Ala Arg Ser Phe His Pro Met: Leu 
50 55 60 

Arg Tyr Thr Asn Gly Pro Pro Pro Leu 
55 70 



(2) INFORMATION. FOR SEQ ID NO : 731: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 56 arrino acids 
(3) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 731: 



Me, Lys Leu Leu He Cys Gly Asn Tyr Leu Ala Pro Ser Kis Ser Glu 
15 10 15 

Ser Ser Arg Arg Cys Cys Leu Leu Cys ?he Tyr Pro Leu Cys Leu Giu 
'20 25 30 

He Asn ?he Gly Mec Lys Val Phe Leu Ser Mec Pro Phe Leu Val Leu 
35 40 45 



Phe Gin Ser Leu He Gin Glu Asp 
50 55 



(2} INFORMATION FOR SEQ ID NO: 732: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 271 amino acids 

(3) TYPE: amine acid 

(D) TOPOLCGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 732: 

Arg' He Leu Leu Val Lys Tyr Ser Ala Asn Glu Glu Asn Lys Tyr Asp 
1 • "5 10 * 15 

Tyr Leu Pro Thr Thr Val Asn Val Cys Ser- Glu Leu Val Lys Leu Val 
20 25 20 

Phe Cys Val Leu Val Ser Phe Cys Val He Lys Lys Asp His Gin Ser 
25 40 45 



Arg Asn Leu Lys Tyr Ala Ser Trp Lys Glu Phe Ser Asp Phe Men Lys 
50 55 60 - 

Trp Ser He Pro Ala Phe Leu Tyr Phe Leu Asp Asn Leu lie Val Phe 
65 70 75 80 

Tyr Val Leu Ser Tyr Leu Gin Pro Ala Met Ala Val lie Phe Ser Asn 
85 90 95 

Phe Ser He lie Thr Thr Ala Leu- Leu Phe Arg He Val Leu Lys Xaa 
100 105 110 

Arg Leu Asn Trp He Gin' Trp Ala Ser Leu Leu Thr Leu Phe Leu Ser 
115 120 125 

lie Val Ala Leu Thr Ala Gly Thr Lys Thr Leu Gin Kis Asn Leu Ala 
130 125 140 

Gly Arg Gly Phe His Kis Asp Ala Phe Phe Ser Pro Ser Asn Ser Cys 
i45 iso 155 160 

Leu Leu Phe Arg Asn Glu Cys Pro Arg Lys Asp Asn 'Cys Thr Ala Lys 
165 170 175 

Glu Trp Thr Phe Pro Giu Ala Lys Trp Asn Thr Thr Ala Arg Val Phe 
130 185 190 
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Ser His lie Arg Leu Gly Mec Gly 
195 200 

?he lie Ser Ser Met Ala Asn lie 
210 215 

Gly Asn Gin Leu Thr Giu Xaa lie 
225 230 

Phe ?he Glv lie Leu ?he Asn. Gly 

245 ' 

Asn Arg Asp Gin lie Lys Asn Cys 
2 60 



His Val Leu lie lie Val Gin Cys 
205 

Tyr Asn Giu Lys lie Leu Lys Glu 
220 

Phe lie Gin Asn Ser Lys Leu Tyr 

235 240 

Leu Thr Leu Gly Leu Gin Arc Ser 
250 255 

Giy Phe Phe Tyr Giy His Ser 
265 270 



{2} INFORMATION FOP. ' SEQ ID MO: 733: 

{ i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 94 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 733: 

Asn Ser Val Pro Asn Leu Gin Thr Leu Ala Val Leu Thr Glu Ala lie 
1 5 10 15 

Gly Pro Glu Pro Ala lie Pro Arg Xaa Pro Arg Glu Pro Pro Val Ala 
20 25 30 

Thr Ser Thr Pro Ala Thr Pro Ser Ala Gly Pro Gin Pro Leu Pro Thr 
35 40 45 

Gly Thr Val Leu Val Pro Gly Giy Pro Ala Pro Pro Cys Leu Giy Glu 
50 55 SO 

Ala Trp Ala Leu Leu Leu Pro Pro Cys Arg Pro Ser Leu Thr Ser Cys 
65 70 75 _ 30 

Phe Trp Ser Pro Arg Pro Ser Pro Trp Lys Glu Thr Gly Val 
85 90 



(2) INFORMATION FOR SEQ ID NO: 734: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 40 amino acids 

(3) TYPE : amino acid 

(D) TOPOLCGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 734: 

Ala Leu Gin Leu Ala Phe Tyr Pro Asp Ala Val Glu Glu Trp Leu Glu 
I 5 10 15 



Giu Asn Val His Pro Ser Leu Gin Arg Leu Gin Xaa Leu Leu Gin Asp 
20 25 30 
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Leu Ser Glu Val Ser Ala Pro Pro 
35 40 



(2) INFORMATION FOR SEQ ID NO: 735: 

(i) SEQUENCE CHARACTERISTICS : 

(A)' LENGTH: 30 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 735: 

Cys His Pro Pro Ala Leu Ala Gly Thr T.^n t_.»u Arc Thr fro Glu Gly 
1 5 10 15 

Arg Ala His Ala Arg- Gly Leu Leu Leu Glu Ala Gly Gly Ala 
20 25 30 



(2) INFORMATION FOR SEQ ID NO : 73 6: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 59 amino acids 

(3) TYPE: amino aci-c" 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 735: 

Gly Ser Ser Ser Thr- Arg Ser Trp Phe Ser Thr Ser Ser Pro Gin Arg 
IS 10 15 

Ser Ala Ser Trp His Ser Gly Ala Pro Ser Cys Arg Ser Trp Arg Leu 
20 25 ■ 30 

Pro Cys Ser -Trp Leu Ser Thr Arg Met Pro Trp Arg Ser Gly Trp Arg 
35. 40 45 

Lys Thr Cys Thr Pro Ala Cys Ser Gly Cys Lys 
50 55 



(2) INFORMATION FOR SEQ ID NO: 737: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 247 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 737: 

Met Arg Pro Asp Trp Lys Ala Gly Ala Gly Pro Gly Gly Pro Pro Gin 
15 10 15 

Lys Pro Ala Pro ..Ser Ser Gin Arg Lys Pro Pro Ala Arg Pro Ser Ala 
20 25 30 

Ala Ala Ala Ala lie Ala Val Ala Ala Ala Glu Glu Glu Arg Arg Leu 
35 40 ' 45 
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Arg Gin Arc Asn Arc Leu Arc Leu GIu Glu Asp Lys Pro Ala Val Glu 
50 55 60 

Arc Cys Leu Glu Giu Leu Val ?he Giy Asp Val Glu Asn Asp Glu Asp 
55 70 75 - 30 

Ala Leu Leu Arg Arc Leu Arc Giy pro Arc Val . Gin Giu His Giu Asp 
35 90 95 

Ser Giy Asp Ser Glu Val Glu Asn Glu Ala Lys Giy Asn ?he Pro Pro 
100 105 110 

Gin Lys Lys Pro Val Trp Val Asp Glu Giu Asp Giu" Asp Glu Giu Met 
115 120 125 

Val Asp Men Met Asn' Asn Arc Phe Arc Lys Asp Mec Met Lys Asn Ala 
130 155 140^ 

Ser Giu Ser Lys Leu Ser Lys Asp Asn Leu Lys Lys Arg Leu Lys Glu 
145 150 155 150 

Glu Phe Gin His Ala Met Giy Giy Val Pro Ala Trp Ala Giu Thr Thr 
155 170 175 

Lys Arg Lys Thr Ser Ser Asp Asp Glu Ser Giu Glu Asp Glu Asp Asp 
180 155 190 

Leu Leu Gin Arg Thr Giy Asn Phe lie Ser Thr Ser Thr Ser Leu Pro 
195 200 205 

Arg Giy lie Leu Lys Met Lys Asn Cys Gin His Ala Asn Ala Giu Arg 
210 • 215 220 ' 

Pro Thr Val Ala Arg lie Ser He Cys Ala Val Pro Ser Arg Cys Thr 
225 230 235 240 

Asp Cys Asp Giy Cys Trp Asp 
245 



(2) INFORMATION FOR SZQ ID NO : 738: 

(i) SEQUENCE CKARACTEPJ1STICS : 

(A) LENGTH: 130 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SZQ ID- NO:. 733: 

Cys Leu Glu Glu Leu Val Phe Giy Asp Val Glu Asn Asp Giu Asp Ala 
i 5 10 15 

Leu Leu Arc Arg Leu Arg Giy Pro Arc Val Gin Giu His Giu Asp Ser 
20 25 -. 30 

Giy Asp Ser Glu Val Glu Asn Glu Ala Lys. Giy Asn Phe Pro Pro Gin 
35 40 45 



Lys Lys Pro Val Trp Val Asp Glu Giu Asp Giu Asp Glu Giu Met Val 
50 55 50 
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Asp Met Met Asn Asn Arg ?he Arg Lys Asp Met Met Lys Asn Ala Ser 
65 70 75 30 

Glu Ser Lys Leu Ser Lys Asp Asn Leu Lys Lys Arg Leu Lys Glu Giu 
35 90 95 

?he Gin His Ala Mec Gly Gly Val Pro Ala Trp Ala Glu Thr Thr Lys 
100 • 105 110 

Arg Lys Thr Ser Ser Asp Asp Glu Ser Glu Giu Asp Giu Asp Asp Leu 
115 120 125 

Leu Gin Arg Thr Giv Asn Phe Tlo s er Thr Scr Thr 3e± Leu Pro Arg 
120 135 140 ' 

Gly lie Leu Lys Met Lys Asn Cys Gin His Ala Asn Ala Giu Arg Pro 
145 150 155 150 

Thr Val Ala Arg lie Ser lie Cys Ala Val Pro Ser Arg Cys Thr Asp 
165 170 175 

Cys Asp Gly Cys 

180 - 



(2) INFORMATION FOR SEQ ID NO: 739: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 213 amino acids 

(3) TYPE: amino acid 
* (D) TOPOLOGY: linear 
(xi) SEQUENCE DESCP-IPTION: SEQ ID NO: 739: 

Leu Lys Glu Lys lie Val Arg Ser Phe Glu Val Ser Pro Asp Gly Ser 
15 10 15 

Phe Leu Leu lie Asn Gly He Ala Gly Tyr Leu His Leu Leu Ala Met 
20 -.25 30 

Lys Thr Lys Glu Leu He Gly Ser Met Lys He Asn Gly Arg Val Ala 
35 40 45 ■ ' 

Ala Ser Thr Phe Ser Ser Asp Ser Lys Lys Val Tyr Ala Ser Ser Gly 
50 55 50 

Asp Gly Glu Val Tyr Val Trp Asp Val Asn Ser Arg Lys Cys Leu Asn 
55 70 75 80 

Arg Phe Val Asp Giu Gly Ser Leu Tyr Gly Leu Ser He Ma Thr Ser 
85 90 95 

Arg Asn Gly Gin Tyr Val Ala Cys Gly Ser Asn Cys Gly Val Val Asn 
10Q . 105 110 . 

He Tyr Asn Gin Asp Ser Cys Leu Gin Glu Thr Asn Pro Lys Pro He 
115 120 125 



Lys Ala lie Met Asn Leu Val Thr Gly Val Thr Ser Leu Thr Phe Asn 
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130 133 . 140 

Pro Thr Thr Glu lie Leu Ala He Ala Ser Glu Lys Mec Lys Glu Ala 
145 _ 150 135 160 

Val Arg Leu Val His Leu Pro Ser Cys Thr Val Phe Ser Asn ?he Pro 
165 170 175 

Val He Lys Asn Lys .Asn He Ser His Val His Thr Met Asp Phe Ser 
. 180 ■ 135 190 

Pro Arg Ser Gly Tyr Phe Ala Leu Gly Asn Glu Lys Gly Lys Ala Leu 
195 200 205 

Mec Tyr Arg Leu His His Tyr 'Ser Asp Phe 
210 215 



(2) INFORMATION FOR SEQ ID NO : 740: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 167 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION : ■ SEQ ID NO : 74 0: 

Lys He Asn Gly Arg Val Ala Ala Ser Thr Phe Ser Ser Asp Ser Lys 
1 "5 -10 15 

Lys Val Tyr Ala Ser Ser Gly Asp Gly Glu Val Tyr Val Trp Asp Val 
"z0 25 - 30 

Asn Ser Arg' Lys Cys Leu Asn Arg Phe Val Asp Glu Gly Ser Leu Tyr 
35 % 40 45 

Gly Leu Ser He Ala Thr S<=r Arg Asn Gly Gin Tyr Val Ala Cys Gly 
50 55 50 

Ser Asn Cys Gly Val Val Asn He Tyr Asn Gin Asp Ser Cys Leu Gin 
65 ' 70 75 80 

Glu Thr Asn Pro Lys Pro He Lys Ala Ile_M.ec Asn Leu Val Thr Gly 
85 90 95 

Val Thr Ser Leu Thr Phe Asn Pro Thr Thr Glu He Leu Ala He Ala 
100 105 110 

Ser Glu Lys Mec Lys Glu Ala Val Arg Leu Val His Leu Pro Ser Cys 
115 120 125 

Thr Val Phe Ser Asn Phe Pro Val He Lys Asn Lys Asn He Ser His 
130 . 135 140 

Val His Thr Mec Asp Phe Ser Pro Arg Ser Gly Tyr Phe AiLa Leu Gly 
145 150 155 150 

Asn Glu Lys Gly Lys Ala Leu 
155 
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(2) INrOPMATION FOR SEQ ID NO: 741: 

5 (i) SEQUENCE CKAPACTERISTICS : 

(A) LENGTH: 246 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 741: 

10 

Mec Arg lie Leu Gin Leu lie Leu Leu Ala Leu Ala Thr Gly Leu Val 
1 5 - 10 15 

rtiy Gly Clu Thr Arg 11= Il« ; Lys Gly trie Giu Cys Lys Leu Kis Ser 
15 20 25 30 

Gin Pro Trp Gin Ala Ala Leu Phe Glu Lys Thr Arc Leu Leu Cys Gly 
25 ■ 40 ' 45 

20 Ala Thr Leu lie Ma Pro Arg Trp Leu Leu Thr Ala Ala His Cys Leu 
50 55 60 

Lys Pro Arg Tyr lie Val His Leu Gly Gin His Asn Leu Gin Lys Glu 
65 70 75 80 

25 

Glu Gly Cys Glu' Gin Thr Arg Thr Ala Thr Glu Ser Phe Pro His Pro 
35 90 95 

-Gly Phe Asn Asn Ser Leu Pro Asn Lys Asp Kis Arg Asn Asp lie Met 
30 .100 105 110 

Leu Val Lys Mec Ala Ser Pro Val Ser lie Thr Trp Ala Val Arg Pro 
115 120 12.5 

35 • Leu Thr Leu Ser Ser Arg Cys Val Thr Ala Gly Thr Ser Cys Ser Phe 
130 135 140 

Pro Ala Gly Ala Ala Arg Pro Asp Pro Ser Tyr Ala Cys Leu Thr Pro 
145 <■ 150 155 160 

40 

Cys Asp Ala Pro Thr Ser Pro Ser Leu Ser Thr Arg Ser Val Arg thr 
165 170 175 

Pro Thr Pro Ala Thr Ser Gin Thr Pro Trp Cys Val Pro Ala Cys Arg 
45 1B0 1S5 190 

Lys Gly Ala Arg Thr Pro Ala Arc Val Thr Pro Gly Ala Leu Trp Ser 
195 200 205 

50 Val Thr Ser Leu Phe Lys Ala Leu Ser Pro Gly Ala Arg lie Arg Val 
210 215 * 220 

Arg Ser Pro Glu Ser Leu Val Ser Thr Arg Lys Ser Ala Asn Mec Trp 
225 230 235 240 

55 

Thr Gly Ser Arg Arg Arg 
245 



60 
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(2) INFORMATION FOR SEQ ID NO: 742: 

(i) SEQUENCE CTARACTERJESTICS : 

(A) LENGTH: 22 S amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear . 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 742: 

Glu Thr Arg lie lie Lys Gly ?he Glu Cys Lys Leu His 5er Gin Pro 
1 .5 10 15 

Trp Gin Ala Ala Leu Phe Glu' Lys Thr Arg Leu Leu Cys Gly Ala Thr 
20 25 30 

Leu lie Ala Pro Arg Trp Leu Leu Thr Ala Ala His Cys Leu Lys Pro 
35 40 45 



Arg Tyr lie Val His Leu Gly Gin His As- Leu Gin Lys Glu Glu Gly 
50 55 * 60 

Cys Glu Gin Thr Arg Thr Ala Thr Glu Ser Phe Pro His Pro Gly Phe 
65 70 75 30 

Asn Asn Ser Leu Pro Asn Lys Asp His Arg Asn Asp lie Msc Leu Val 
.55 30 95 

Lys Met Ala Ser Pro Val Ser lie Thr Trp Ala Val Arg Pro Leu Thr 
100 105 110 

Leu Ser Ser Arg Cys Val Thr Ala Gly Thr Ser Cys Ser Phe Pro Ala 
115 ~ 120 125 

Gly Ala Ala Arg Pro Asp Pro Ser Tvrr Ala Cys Leu Thr Pro. Cys Asp 
130 135' 140 

Ala Pro Thr Ser Pro Ser Leu Ser Thr Arg Ser Val Arg Thr Pro Thr 
145 150 155 "* 160 

Pro Ala Thr Ser Gin Thr Pro Trp Cys Val Pro Ala Cys Arg Lys Gly 
* ■ 155 170 175 

Ala Arg Thr Pro Ala Arg Val Thr Pro Gly Ala Leu Trp Ser Val Thr 
130 ~ 1S5 190 

Ser Leu Phe Lys Ala Leu Ser Pro Gly Ala Arg lie Arg Val Arg Ser 
195 200 205 

Pro Glu Ser Leu Val Ser Thr Arg Lys Ser Ala Asn Met: Trp Thr Gly 
210 215 220 

Ser Arg Arg Arg 
225 



(2) INFORMATION FOR SEQ ID NO: 743: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 74 amino acids 
(3) TYPE: amino acid 
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(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 743: 

Cys Lys Leu His Ser Gin Pro Trp Gin Ala Ala Lau Phe Giu lys Thr 
5 1 5 .10 1= 

Arg Leu Leu Cys Giy Ala Thr Lau He Ala Pre Arg Trp Lau leu "nr 
20 25 30 

10 Ala Ala His Cys Leu Lys Pro Arg Tyr lie Val His Leu Gly Glr. His 
35 40 45 

Asn Leu Gin Lys Giu Giu Gly Cys Glu Gin Thr .Arg Thr Ala Thr 2-1 u 
50 =o 60 

15 •' 

■ Ser ?he Pro His Pro Gly Phe Asn Asn Ser 
65 70 



20 

(2) INFORMATION FOR SEQ ID NO: 744: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 amino acids 
25 (3). TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 744: 

Val Leu Gin Giy Arg Tyr Phe Ser Pro He Leu Glu Kec Arg Arg leu 
30 1 5 10 15 

Arg Pro Glu Gly Xaa Xaa Asn Leu Pro Gly Giy Sar Arg Ala Gin Lys 

20 25 

35 Giu Pro Arg Gin As? Leu Thr Leu Val Leu Trp Pro His Cys Pro His 
35 "40 45 

Phe Ala Mec Thr Arg Ser Tyr Val Pro Thr Lys Gin Cys Me* Val I-Ir. 
50 55 60 

40 

Gly Ser Phe Tyr Cys He Phe He Phe Lys Gly Pro Val C-ln Asr. Trp 
' 55 70 75 30 

Cys 

45 



(2) INFORMATION FOR SEQ ID NO: 745: 

50 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 211 amino acids 
(3) TYPE: amino acid 
. (DY TOPOLOGY: linear 
55 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 745 : 

Met Pro He He As? Gin Val Asn Pro Glu Leu His Asp Phe Mec Gin 
15 10 15 

60 Ser Ala Glu Val Gly Thr He Phe Ala Leu Ser Trp Leu He Thr Trp 



' WO 98/54963 



2: 25 30 

Ph= Sly His Val 2*- Ser Asp Phs Arg His Val Val Arg Leu Tyr Asp 
3 3 40 45 

Phe ?he Lsu .-.2- Cys Hlis :-r; Leu ::=o Pro 22e Tyr ?he Ala Ala Val 
31 . 55 50 

22= Val Leu Tyr Arg Giu Sir. ' Giu Val Leu Asp Cys Asp Cys Asp Met: 
55 TO 73 30 

A_2a Ser Va2 His His Leu Leu Ser G2r- lie Pre Gin Asp Leu Pro Tyr 
H5 90 95 

Giu Thr Leu lie S=r Arr Ha- Giu Thr Phe Lsu Phe Ser Phe Pro His 
Id 205 110 

Asr. Leu Leu C-ly Ar/g Pro Leu Pro Asn Ser Lys Leu Arg Giy Arg 
113 220 125 

G2r. ?rc Leu Leu Ser Lys Thr Leu .Ser Trp His Gin Pro Ser Arg Gly 
221 22 5 240 

Leu 12e Trp Cys Cys C-ly Ser Giy Xast .Arg- Giy Leu Leu Arg Pro Giu 
243 220 153 160 

A-sp Arg Thr Lys Asp Val Leu Thr Lys ?r: .-rrg Thr Asn Arg Phe Val 
135 . 170 175 

Lys Leu Ale V=l Ideo G2y Leu Thr Val Ala Leu Gly Ala Ala Ala Leu 
130 135 190 

Ala Val Va2 Lys Ser A_2a Leu Giu Trp ALa Pro Lys Phe Gin Leu Gin 
i?3 20: 205 



:2) 2232P2C-2:i2i; 71 H SZ2} ZD 170: 745: . 

ILj S2C.-JSKCZ C3LAPACTZPIST2C3: 

(A) LSLiGTH: 7 0 arlno acids 
(3) TYTZ: anuria acid 
(D) TOPOLOGY: linear 

(xi; szquz:;cz llscpzptii:; : szq id ::C: 746: 

2.3 Pro Giu Phe Phe Lie Pro Ala Thr Leu Pro Cys Pro Phe Val Phe 
2 5 .20 15 

ALa Phe Thr Ser Giu ALa Ser Ser Arg Ala Tyr Leu Thr Gin Arg Gly 
20 25 30 

Pro Gly Gly Leu Ala Gin Asn Leu Mac Pro Leu Pro Val Gly Phe Trp 
23 40 45 

Ms- Giy Ser Leu Pro Pro Pro Trp Cys Trp Arg Lys Trp Val Ser Giu 
22. 55 50 
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Ala Cys Ser Cys Phe Cys 
55 70 



(2} INFORMATION FOR SEQ ID NO: 747: 

(i) SEQUENCE CKARACTERZSTICS : 

(A) LENGTH : 20 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 747: 

Cly The Gly Ser Val Ala Ala Gly Arg Arg ^er Gly Giy Tnr Trp 
1 5 10 15 

Gin Pro Val Gin 
20 



(2) INFORMATION FOR SEQ ID NO: 748: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(5) TYPE: amino aci'd 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 748: 

Pro Gly Gly Leu Ala Val Gly Ser Arg Trp Trp Ser Arg Ser Leu Thr 
1 -5 10 '15 



(2) INFORMATION FOR SEQ ID NO: 749: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 749 : 

Leu Glu Pro Ser Arg Gin Arg Arg Pro Arg Arg Arg Gly Gly Thr Ser 
1 5 10 IS 

Arg Pro Glu Thr Asp Gin Arg Ala Lys Cys Trp Arg Gin Leu 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 750: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: II amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 750: 
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Val Cys Leu Arc Cys Gin Asn Arc Mec Glu Asn 
15 10 



(2) INTOKMAT ION FOR SEQ XD NO: 751: 

(i) SEQUENCE CHAHACTEF^STICS : 

(A) LENGTH: 367 amino acids 

{£) TYPE: amino acid 

(D) TOPOLCGY: linear 
(>:i) SEQUENCE DESCRIPTION: SEQ XD NO: 751: 

Mec.Aia Ala Cys Thr Ala Arg Arg Pro Giy Arg Gly Gin Pro Leu Val 
1 S 10 15 

Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 

Ala Xaa Ala Giy Ala Phe Ser Pro Ala Ser Thr Thr Thr Thr Arg Arg 
35- .40 45 

His Leu Ser Ser Arg Asn Arg Pro Glu Gly Lys Val Leu Glu Thr Val 
50 55 60 

Gly Val Phe Glu Val Pro Lys Gin Asn Giy Lys Tyr Glu Thr Giy Gin 
65 70 ' 75 80 

Leu Phe Leu His Ser lie Phe Gly Tyr Arg Gly Val Val Leu Phe Pro 
35 50 95 

Trp .Gin Ala Arg Leu Xaa Asp Arg Asp Val Ala Ser Ala Ala Pro Glu 
100 105 • 110 

Lys Ala Glu Asn Pro Ala Giy His Giy Ser Lys Glu Val Lys Gly Lys 
115 - • 120 125 

Thr His Thr Tyr Tyr Gin Val Leu lie Asp Ala Arg Asp Cys Pro His 
130 135 140 

lie Ser Gin Arg Ser Gin Thr Glu Ala Val Thr Phe Leu Ala Asn His 
145 150 155 160 

Asp Asp Ser Arg Ala Leu Tyr Ala lie Pro Giy Leu Asp Tyr Val Ser 
165 ' 170 . 175 

Eis Glu Asp lie Leu Pro Tyr Thr Ser Thr Asp Gin Val Pro lie Gin 
180 IS5 190 

His Glu Leu Phe Glu Arg Phe Leu J Leu Tyr Asp Gin Thr Lys Ala Pro 
195 200 205 

Pro Phe Val Ala Arg Glu Thr Leu Arg Ala Trp Gin Glu Lys Asn His 
210 215 220 

Pro Trp Leu Giu Leu Ser Asp Val His Arg Glu Thr Thr Glu Asn lie 
225 230 235 240 



Arg Val Thr Val lie Pro Phe Tyr Met Gly M.ec Arg Giu Ala Gin Asn 
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245 250 255 

Ser His Vai Tyr Trp Trp Arg Tyr Cys lie Arg Leu Glu Asn Leu Asp 
250 265 270 

5 

Ser Asp Val Val Gin Leu Arg Glu Arg His Trp Arg lie Phe Ser Leu 
275 230 235 

Ser Gly Thr Leu Giu Thr Val Arg Giy Arg Gly Vai Vai Giy-Arc Glu 
10 290 295 * 300 

Pro Val Leu Ser Lys Glu Gin Pro Ala Phe Gin Tyr Ser Ser His Val 
3 °5 310 315 320 

15 Ser Leu Gin Ala Ser Ser Gly His Mec Trp Giy Thr Phe Arg Phe Giu 
325 330 • 325 



20 



25 



Arg Pro Asp Gly Ser His Phe Asp Val Arg lie Pro Pro Phe Ser Leu 

340 345 350 

Giu Ser Asn Lys Asp Giu Lys Thr Pro Pro Ser Gly Leu His Trp 

355 350 * 365 



30 



(2) INFORMATION FOR SEQ ID NO: 752 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 33 amino acids 
(3) TYPE: amino acid 
(D) . TOPOLOGY : linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 752: 

Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 

35- i 5 10 • 15 

Vai Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 

40 Ala 



45 . (2) INFORMATION FOR SEQ ID NO: 753: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 753:- ' 

Mec Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Giy Gin Pro Leu Vai 
1 5 10 15 

Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 

Ala 



50 



DD 



60 
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(2) INFORMATION FOR SEQ ID NO: 754: 

(i) SEQUENCE CItAEACTERISTICS : 

(A) LENGTH : 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 754: 

Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
i 5 10 15 

Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 

Ala 



(2) INFORMATION FOR SEQ ID NO: 755: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 33 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SZQUZNCZ DESCRIPTION: SEQ ID NO : 755: 

Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
I 5 10 ' 15 

Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 

Ala 



(2) INFORMATION FOR SEQ ID NO : 755: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 756: 

Met Ala Ala -Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
15 10 15 

Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 

Ala 
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(2) INFORMATION FOR SEQ ID NO: 757: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 757: 

Val Leu Giu Thr Val Giy Val ?he Glu Vai Pro Lys Gin Asn Gly Lys 
15 10 15 

Tyr Glu Thr Gly Gin Leu ?he Leu His Ser He Phe Gly Tyr Arg Gly 
20 25 30 

Val Val Leu 
35 



(2) INFORMATION FOR SEQ ID NO: 753: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 16 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : # linear 
(xi) SEQUENCE DESCRIPTION:'' SEQ ID NO: 753: 

Gly Leu Asp Tyr Val Ser His Glu Asp He Leu Pro Tyr Thr Ser Thr 
1 S .10 15 



(2) INFORMATION FOR SEQ ID 'NO : 759: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 759: 

Asp Val His Arg Glu Thr Thr Glu Asn He Arg. Val Thr Val lie Pro 
15 10 15 

Phe Tyr Met 



(2) INFORMATION FOR SEQ ID NO: 760: 

(i) SEQUENCE CHARACTERISTICS : 

{'A) LENGTH: 21 amino acids . 
(3) TYPE : amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 750: 



Trp Trp Arg Tyr Cys He Arg Leu Giu Asn Leu Asp Ser Asp Val Val 
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10 



Gin 



Arg Giu Arg 
20 



(2) INFORMATION FOR SEQ ID NO: 7 61: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 26 amine acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 761: 

Pro Ala ?he Gin Tv-r Ser Ser His Val Ser Leu Gin Ala Ser Ser Gly 
1 5 10 .15 

His Met: Trp Gly Thr ?he Arg ?he Giu Arg 
20 25 



(2) INFORMATION FOR SEQ ID NO: 762: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: II amino acids 
(E) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 762: 

Ser Leu Cys Cys Pro Giu Gly Ala Giu Gly Cys 
1 " 5 10 



(2) INFORMATION FOR SEQ ID NO: 7 63: 

U) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear' 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 763: 

Gin Leu Lys Lys Thr His Tyr Asp Arg Pro Cys Pro 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 754: 

(i) SEQUENCE -CHARACTEPJlSTICS : 

(A) LENGTH : 12 amino acids 
{3) TYPE: amino acid 
• (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 764: 

Gin Leu Lys Lys Thr His Tyr Asp Arg Pro Cys Pro 
15 10 
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(2) INFORMATION FOR SEQ ID NO: 765: 

5 (i) SEQUENCE CKAFACTEF.1 STIC S : 

(A) LENGTH: '170 amino acids 
(3) 'TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 755: ' 

10 

Ala Gin Arc Lys Lys Glu Mec Val Leu Ser Glu Lys Val Ser Gin Leu 
1 5 10 15 ' 

Mec Glu 'i'rp Tnr Asn Lys Arg -Pro Val He Arg Mec Asn Gly Asp Lys 
15 20 25 30 

Phe Arg Arg Leu Val Lys Ala Pro Pro Arg Asn Tyr Ser Val lie Val 
35 40 45. 

20 Mec Phe Thr Ala .Leu Gin Leu His Arg Gin Cys Val Val Cys Lys Gin 
50 55 50 

Ala Asp Glu Glu Phe Gin He Leu Ala Asn Ser Trp Arg Tyr Ser Ser 
65 70 75 80 

25 

Ala Phe Thr Asn Arg He Phe Phe Ala Mec Val Asp Phe Asp Glu Gly 
85 90 . 95 

Ser Asp Val Phe Gin Mec Leu Asn Mec Asn Ser Ala Pro Thr Phe He 
30 100 105 110 

Asn Phe Pro Ala Lys Gly Lys Pro Lys Arg Gly Asp Thr Tyr Glu Leu 
115 120 125 

35 Gin Val Arg Gly Phe Ser Ala Glu Gin He Ala Arg Trp He Ala Asp 
130 135 140 

Arg Thr Asp Val Asn He Arg Val lie Arg Pro Pro Asn Mec Ala Ala 
145 150 155 160 

40 

Arg Trp Arg Phe Trp Cys Val Ser Val Thr 
' 165 170 



45 

(2) INFORMATION FOR SEQ ID NO: 766: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 15 amino acids 
50 (3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 766: 

Mec Val Val Ala Leu Leu He Val Cys Asp, Val Pro Ser Ala Ser 
55 1 ."5 10 15 



(2) INFORMATION FOR SEQ ID NO: 767: 

60 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B } TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCPJEPTION : SEQ ID NO: 7 57: 

Ala Gin Arg Lys Lys Glu Mec Val Leu Ser Glu Lys Val Ser Gin Leu 
1 5 10 " 15 



(2) INFORMATION FOR SEQ ID MQ: 755 : 

Ci) SEQUENCE- CKAKACTE?*ISTICS : 

(A) LENGTH: -17 amino acids 

(3) TYPE : amino acid 

CD) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 753: 

Mec Glu Trp Thr Asn Lys Arg Pro Val He Arg Mec Asn Gly Asp Lys 
I 5 10 15 ■; 

Phe 



(2) INFORMATION FOR SEQ ID NO: 75S: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 55 amino acids 

(B) TYPE: amino acid 
CD) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 76 9: 

Arg Arg Leu Val Lys Ala Pro Pro Arg Asn Tyr Ser Val lie Val Mec 
1 5-10 15 

Phe Thr Ala Leu Gin Leu His Arg Gin Cys Val Val Cys Lys Gin Ala 
20 25 20 

Asp Glu Glu Phe Gin lie Leu Ala Asn Ser Trp Arg Tyr Ser Ser Ala 
3 3 40 45 

Phe Thr Asn Arg He Phe Phe Ala 
50 55 



(2) INFORMATION FOR SEQ ID NO: 770: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 amino acids 

(B) TYPE: amino acid 
(D5 TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 770: 
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Hez Val Asp Phe Asp Glu Gly Ser Asp Val ?he Gin Met: Leu Asn Mec 
1 5 10 15 

Asn Ser Ala Pro Thr Phe lie Asn Phe Pro Ala Lys Gly Lys Pro 
20 25 " 30 



(2)^ INFORMATION FOR SEQ ID NO: 771: 

(i) SEQUENCE C-IARACTEEISTICS: 

(A) LENGTH: 37 amino acids 
(3) TYPE: amino acid 
(D) topot/ttv. linear 

' (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 771: 

Lys Arg Gly Asp Thr Tyr Glu Leu Gin Val Arg Gly Phe Ser Ala Glu 
15 10 15 

Gin lie Ala Arg Trp lie- Ala Asp Arg Thr Asp Val Asn lie Arg Val 
20 25 30 

lie Arg Pro Pro Asn 
35 



(2) INFORMATION FOR SEQ ID NO: 772: 

(i) SZQUZXCZ CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 772: 

Tyr Ala Gly Pro Leu Mec Leu Gly Leu Leu Leu Ala Val He Gly Gly 
1 5 10 15 

Leu Val Tyr Leu Arg Arg Val He Trp Asn Phe Ser Leu He" Lys Leu 
20 25 . 30 

Asp Gly Leu Leu Gin Leu Cys Val Leu Cys Leu Leu 
- 35 40 



(2) INFORMATION FOR SEQ ID NO: 772: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 773: 

Asp Ala Val Phe Lys Gly Phe Ser Asp Cys Leu Leu Lys Leu Gly Asp 
1 5 10 15 

Ser 
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(2) INFORMATION "FOR SEQ ID WO: 774: 

, (i) SEQUENCE CKAFACTEF.ISTICS: 

(A) LENGTH : 20 amino acids 
IB) TYPE: amino acid 
(D) TOPOLOGY : linear 
(:ci) SEQUENCE DESCRIPTION: SEQ ID NO: 774: 

Cys Gin GIu Gly Ala Lys Asp iXLec Trp Asp Lys Leu Arg Lys Glu Ser 
1 5 10 -15 

Lys Asn Leu Asn 
20 



( 2 ) INFORMATION FOR SEQ ID NO: 775: 

e 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: lb amino acids 

(3) TYPE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ , ID NO: 77 5: 

Val Leu Leu Val Ser Leu Ser Ala Ala Leu Ala Thr Trp Leu Ser Phe 



(2) INFORMATION FOR SEQ' ID NO: 776: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 48 amino acids 

(E) TYPE: amino acid 

(D) TOPOLOGY* : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 776: 

Mec Gly Leu Lys Leu Asn Gly Arg Tyr He Ser Leu He Leu .Ala Val 
1 5 '' 10 --15 

Gin He Ala Tyr Leu Val Gin Ala Val Arg Ala Ala Gly Lys Cys Asp 
20 25 30 

Ala Val Phe Lys Gly Phe Ser Asp Cys Leu Leu Lys Leu Gly Asp Ser 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 777: 



• (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 90 amino acids 
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(3) TYPE: amino acid 
(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 777- 

Pro Ala Ala Trp Asp Asp Lys Thr Asn lie Lys Thr Val Cys Thr Tyr 
1 5 10 15 

Trp Giu Asp Phe His Ser Cys Thr Val Thr Ala Leu Thr Asp Cys Gin 
20 25 30 

Giu Gly Ala Lys Asp Met Trp Asp Lys Leu Arc Lys Glu Ser Lys Asn 
35 40 45 

Leu Asn t i ^ r,1n r,i\r Ser Leu Phe Giu Leu Cvs Glv Ser CI" "\s~ Z* 1 v 
50 55 ■' 60 

Ala Ala Gly Ser Leu Leu Pro Ala Phe Pro Val Leu Leu Val Ser Leu 
63 70 75 30 

o 

Ser Ala Ala Leu Ala Thr Trp Leu Ser Phe 
35 90 



(2) INFORMATION FOR SEQ ID NO: 77 3: 

{ i) SEQUENCE CKARACTERI ST ICS : 

(A) LENGTH: 143 amino acids 

(B) TYPE: amino acid' 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 773: 

Met Gly Leu Lys Leu Asn Gly Arg Tyr He Ser Leu He Leu Ala Val 
1 5 10 15. 

'Gin lie Ala Tyr Leu Val Gin Ala Val Arg Ala Ala Gly Lys Cys Asp 
20 . . 25 JO 

Ala Val Phe Lys Gly Phe Ser Asp Cys Leu Leu Lys Leu Gly Asp Ser 
35 40 45 

Xaa Xaa Xaa Xaa Xaa' Pro Ma Ala Trp Asp Asp Lvs Thr Asn He Lys 
50 55' 60 

Thr Val Cys Thr Tyr Trp Giu Asp Phe His Ser Cys Thr Val Thr Ala 
65 70 75 80 

Leu Thr Asp Cys Gin Glu Gly Ala Lys Asp Met Trp Asp Lys Leu Arg 
35 90 95 

Lys Giu Ser Lys Asn Leu Asn He Gin Gly Ser Leu Phe Glu Leu Cys 
100 105 110 

Gly Ser Gly Asn Gly Ala Ala Gly Ser Leu Leu Pro Ala phe Pro Val 
115 120 125 



Leu Leu Val Ser Leu Ser Ala Ala Leu Ala Thr Trp Leu Ser Phe 
130' 125 140 
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(2) INFORMATION FOR SEQ ID NO: 779: 

(i) SEQUENCE CHAPACTEP-I3TICS : 

(A) LENGTH:. 34 amino acids 

(3) TYPE: amino acid 

(D)' TOPOLOGY: linear 
(xi) SEQUENCE DESCPJIPTION : SEQ ID NO: 779: 

Mec Asn Ser Ala Ala Gly Phe Ser His Leu Asp Arg Ajrg GIu Arg Val 
1 5 . 10 15 ' 

Leu Lys Leu Gly GIu Ser ?he GIu Lys Gin Pro Arg Cys Ala Ser Thr 
20 25 . 30 

Leu Cys 



(2) INFORMATION FOR SEQ ID NO: 730: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 23 amino acids 

(3) TYPE: amino acid 

{ D ) TO POLOGY : 1 inear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 30: 

Thr He Tyr Pro Thr Giu GIu Glu Leu Gin Ala Val Gin Lys He Val 
15 10 IS 

Ser He Thr Glu Arg Ala Leu Lys Leu Val Ser Asp 
20 25 



(2) INFORMATION FOR SEQ ID .NO: 7 31: 

U) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 

(3) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 731: 

Arg Ala Leu Lys Gly Val Leu Arg Val Gly Val Leu Ala Lys Gly Leu 
I 5 10 15 ' 

Leu Leu Arg Gly Asp Arg Asn Val Asn Leu Val Leu Leu Cys 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 732: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3 9 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 732: 
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Ala Leu Ala Ala Leu Arg His Ala Lys Trp Phe Gin Ala Arg Ala Asn 
1 5 10 IS 

Gly Leu Gin Ser Cys Val lie lie lie Arg lie Leu Arg Asp Leu Cys 
20 25 30 

Gin Arg Val Pro Thr Trp Ser 
35 



(2) INFORMATION FOR SEQ ID NO: 783: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amine acids 

(3) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 733: 

Gly Asp Ala Leu Arg Arg Val Phe Glu Cys lie Ser Ser Gly He lie 
15 10 15 

Leu 



(2) INFORMATION FOR SEQ ID NO: 784: 

(i) SEQUENCE C-iARACTERISTICS : 

(A) LENGTH: 16 amino acids 

(B) TYPE : amino acid 
(D) TOPOLOGY: linear 

' (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 784: 

Leu Ala Phe Arg Gin He His Lys Val Leu Gly Men Asp Pro Leu Pro 
1 ■ 5 . ■ 10 15 



{2} INFORMATION FOR SEQ ID NO : 785: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 342 amino acids 
• (B) TYPE: amino acid 

(D) TOPOLOGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 735: 

Thr- lie Tyr Pro Thr Glu Glu Glu Leu Gin Ala Val Gin Lys He Val 
1 5 10 15 

Ser He Thr Glu Arg Ala Leu Lys Leu Val Ser Asp Ser Leu Ser Glu 
20 25 " 30 



Kis Glu Lys Asn Lys Asn Lys Glu Gly Asp Asp Lys Lys Glu Gly Gly 
35 40 45 
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Lys Asp Arc Ala Leu Lys Gly Vai Leu Arg Vai Gly Vai Leu Ala Lys 
50 55 60 

Gly Leu Leu Leu Arc Gly Asp Arg Asn Vai Asn Leu Vai Leu Leu Cys 
55 70 75 30 

Ser GIu Lys Pro Ser Lys Thr Leu Leu Ser Arc He Ala Glu Asn Leu 
SS 90 . -95 

Pro Lys Gin Leu Ala Vai lie Ser Pro Glu Lys Tyr Asp lie Lys Cys 
100 105 110 

Ala Vai Ser GIu Ala Ala He He Leu Asn Ser Cys Vai Glu Pro Lys 
115 120 125 

Met: Gin Vai- Thr He Thr Leu Thr Ser Pro He He Arc GIu Glu Asn 
130 135 140 

Met Arg Glu Gly Asp Vai Thr Ser Gly Met Vai Lys Asp Pro Pro Asp 
145 . 150 155 -150 

Vai Leu Asp Arg Gin Lys Cys Leu Asp Ala Leu Ala Ala Leu Arg His 
.155 170 175 

Ala Lys Trp Phe Gin Ala Arg Ala Asn Gly Leu Gin Ser Cys Vai He 
130 185 190 

lie He Arg He Leu Arg Asp Leu Cys Gin Arg. Vai Pro Thr Trp Ser 
195 200 205 

Asp Phe Pro Ser Trp Ala Met Glu Leu Leu Vai Glu Lys Ala He Ser 
210 215 220 

Ser Ala Ser Ser Pro Gin Ser Pro Gly Asp Ala Leu Arg Arg Vai Phe 
225 230 '235 240 

Glu Cys He Ser Ser Gly lie He Leu Lys Gly Ser Pro Gly Leu Leu 
245 250 255 

Asp Pro Cys Glu Lys Asp Pro Phe Asp Thr Leu Ala Thr Met Thr Asp 
260 265 270 

Gin Gin Arg Glu Asp lie Thr Ser Ser Ala Gin Phe Ala Leu Arg Leu 
275 280 235 

Leu Ala Phe Arg Gin He Kis Lys Vai Leu Gly Met Asp Pro Leu Pro 
290 295 300 

Gin Met- Ser Gin Arg Phe Asn He His Asn Asn Arg Lys Arg Arg Arg 
305 310 315 320 

Asp Ser Asp Gly Vai Asp Gly Phe Glu Ala Glu Gly Lys Lys Asp Lys 
325 330 ' 335 

Lys Asp Tyr Asp Asn Phe 
340 



(2) INFORMATION FOR SEQ ID MO: 735: 
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(i) SEQUENCE CffiEACTERISTICS : 

(A) LENGTH:. 24 amino acids 

(3) TYPE: amino acid 

<D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: "35: 

Mec Gly Ser Gin His Ser Ala Ala Ala Arg- Pro Ser Ser Cys Arg Arg 
i -5 10 is 

Lys Gin Glu Asp Asp Arc Asp Gly 
20 



(2') INFORMATION FOR SEQ ID NO: 787: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 30 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7S7 : 

Leu Leu Ala Glu Arg Glu Gin Glu Glu Ala lie Ala Gin Phe Pro Tyr 
1 5 .10 15 

Val Glu Phe Thr Gly Arg Asp Ser He Thr Cys Leu Thr Cys 
20 25 30 



■(2) INFORMATION FOR SEQ ID NO: 738: 

- (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 34 amino acids 
(E) TYPE : amino acid 
(D) TOPOLOGY: linear 
Ui) SEQUENCE DESCRIPTION: SEQ ID MO: 788: 

Gin Gly Thr Gly Tyr He Pro Thr Glu Gin Val Asn Glu Leu Val Ala 
1 5' 10 -15 

Leu He Pro His Ser Asp Gin Arg Leu Arg Pro Gin Arg Thr Lys Gin 
20 25 30 

Tyr Val 



{2) INFORMATION FOR SEQ ID NO: 789: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 amino acids 

(5) TYPE: amino acid 

(D) TOPOLOGY : linear 
(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 739: 

Ala Arg Leu Asn Val Gly Arc Glu Ser Leu Lys Arg Glu Mec Leu Lys 
1 5 10 15 
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Ser Gin Gly Val Lys Val Ser GIu Ser ?ro Mec Gly Ala Arc His Ser 

20 25 30 

5 Ser Trp Pro GIu Gly Ala Ala ?he Cys Lys Lys Val Gin Gly Ala Gin 
35 40 45 



10 



20 



25 



40 



DO 



Met Gin ?he Pro Pro Arc Arg 
50 55 



(2) INFORMATION FOR SEQ ID NO: 790: 

15 (i) SEQUENCE 'CHARACTERISTICS: 

. (A) LENGTH : 15 amino acids 
(E) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 790: 



Ala Arg Leu Asn Val Gly Arg GIu Ser Leu Lys Arg GIu Mec Leu 
1 .5 10 15 



(2) INFORMATION FOR SEQ ID NO : 7 91: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 20 amino acids 
30 (B) TYPE : amino acid 

(D) TOPOLOGY : linear 
(:-:i) SEQUENCE DESCRIPTION: SEQ ID NO: 791: 

Leu Lys Ser Gin Gly Val Lys Val Ser Glu Ser Pro Mec Gly Ala Arc 
35 1 5 10 - 15 

Kis Ser Ser Trp 

' 20 



{2) INFORMATION FOR SEQ ID NO : 792: 



(i) SEQUENCE CHARACTERISTICS : 
45 (A) LENGTH: 17 amino acids 

(3). TYPE: amino acid ' 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION : SEQ ID NO: 792: 

50 Ala Phe Cys Lys Lys Val Gin Gly Ala Gin Met Gin Phe Pro Pro Arc 
1 5 10 15 



Arg 



(2) INFORMATION FOE SEQ ID NO: 793: 
60 (i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH : 17 amino acids 
(3) TYPE : amino acid 
(D) TOPOLCGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NC : 793 : 

Ala ?he Cys Lys Lys Val Gin Giy AJ.a Gin Met 3 In ?hs ?ro Pro Ar- - 
15 10 is 



(2) INFORMATION FOR SEO ID NO: 794: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 37 aminG acids 

(3) TYPE: amino acid 

(D) TOPOLCGY: linear 
(xi) SEQUENCE DESCRIPTION : SEQ ID NC : 7? 4 : 

Val Gin Val Leu Glu Gin Leu Thr Asn Asn Ala Val Ala Glu Ser Arg 
1 5 .10 15 

Phe Asn Asp Ala Ala Tyr Tyr Tyr Trp Met Leu Ser Mec Gin -Cys leu 
20 25 20 

Asp He Ala Gin Asp 
35 



(2) INFORMATION FOR SEQ ID NO: 795: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLCGY: linear 

{xi} SEQUENCE DESCRIPTION: SEQ ID NC : 795: 

Pro Ala Gin Lys Asp Thr Met Leu Giy Lys Phe Tyr His ?he C-ln Arg 
1 5 10 15 

Leu Ala Glu Leu Tyr His Giy Tyr His Ala He His Arg His Thr Glu 
20 25 20 

Asp Pro 



(2) INFORMATION FOR SEQ ID NO: 796: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 27 amino acids 
(3) TYPE: amino acid 
(D) TOPOLCGY : linear 

{xi) SEQUENCE DESCRIPTION: SEQ ID NC: 796: 



Leu Ala Lys Gin Ser Lys Ala Leu Giy Ala Tyr Arg Leu Ala Arg His 
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10 15 



Ala Tyr Asp Lys Leu Arg Gly Leu Tyr He Pro 
20 25 



(2) INFORMATION FOR SEQ ID NO: 797: 

(i) SEQUENCE C-IARACTERISTICS: 

(A.) LENGTH: 36 amino acids 

(B) TYPE: amino acid--.-,-.- 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 797:' 

Ala Arg ?he Gin Lys Ser lie Glu Leu Gly Thr Leu Thr He Arg Ala 
I 5 10 15 

Lys Pro ?he His Asp Ser Glu Glu Leu Val Pro Leu Cys Tyr Arg Cys 
20 25 30 

Ser Thr Asn Asn 
35 



<2) INFORMATION FOP. SEQ ID NO: 798: 

(i) SEQUENCE CHARACTER! STICS : 

(A) LENGTH: 73 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 79S : 



Pro Leu Leu Asn Asn Leu Gly Asn 
1 5 

Phe He Phe Ser Ala Ser Ser Tyr 
20 

Tyr Leu Glu Glu "Gly He Thr Asp 
35 40 



Val Cys He Asn Cys Arg Gin Pro 
10 15 

Asp Val Leu His Leu Val' Glu Phe 
25 30 

Glu Glu Ala He Ser Leu He Asp 
45 



Leu Glu Val Leu Arg Pro Lys Arg Asp Asp Arg Gin Leu Glu -lie Cys 
50 55 50 

Lys Gin Gin Leu Pro Asp Ser Cys Gly 
65 70 



(2) INFORMATION FOR SEQ ID NO: 799: 

(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 29 amino acids 
: (3) TYPE: amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION; SEQ ID NO: 799: 



Mec Pro Tyr Ala Gin Trp Leu Ala Glu Asn Asp Arg Phe Glu Glu Ala 
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Gin Lys Ala ?he His Lys Ala Gly Arg Gin Arg Giu Ala 
20 25 



(2) IMFQPMAT ION FOR SEQ ID NO: 800: 

10 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 36 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCPJlPTION : SrT; in Mn- 800 : 



15 



■Phe Ser Val His Arg Pro Glu Thr Leu ?he Asn He Ser Arg ?he Leu 
15 10 15 



Leu His Ser Leu- Pro Lys Asp Thr Pro Ser Gly He Ser Lys Val Lys 
20 20 * 25 30 

lie Leu Phe Thr 
35 



25 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCT Rule 1 3bis) 



A. the indications made beiow relaie to the microorganism" referred to in the description 
on page 161 . line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet " 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit March 27, 1997 


Accession Number 97979 


C. ADDITIONAL INDICATIONS (leave biank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed beiow will be submitted to the international Bureau iater {specify the general nature of the indications, e.g.. "Accession 
Number of Deposit") 



_ For receivins Office use onlv « 
— -* ■ ' 

is sheet was recerved^tb,;heaji«TOiional application 



::ansr 
: --::ons 



Authorized officer 



0 4 JUN 1996 



- For International Bureau use onlv 



□ 



This sheet was received by the International Bureau on: 



Authorized o nicer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRuie \2bis) 



A. The indications made below relace to the microorganism referred to in the description 
on page 162 . .line N/A 



B. IDENTIFICATION OF DEPOSIT 



Further deposits are identified on an additional sheet 



Name of depositary institution 



American Type Culture Collection 



Address of depositary institution (inducing postal code and country) 

10801 University Eoulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 4, 1997 


Accession Number 97974 


C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if 0,e indication, art no, for all design,** Sta.es) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank. if not applicable) 
The" 



maicaiions listed beiow will be submitted to the International Bureau later {specify the general nature of the indications e z "Accession 
Numoer of Deposit") " 6 " ' 



For receiving Office use only . 



This sheet was received with the international application 



Authorized officer 



» For International Bureau use onlv . 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCT Rule \3bis) 

A. The indications made below relate to the microorganism referred to in the description 
on page 162 .line N/A 

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet ■' — 
Name of depositary institution 

American Type Culture Collection 

Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas. Virginia 20110-2209 
United States of America 



Date of deposit May 29, 1997 


Accession Number 209080 


C- ADDITIONAL INDICATIONS (leave blank ifnoi applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated Stales) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later (specify the general nature of the indications, e.g.. "Accession 
Number of Depos 1 1 ") 



For receiving Office use only , 



This sheet was received ivith-thc internal ionai application 



Authorized officer 



> For international Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRuie \3bis) 

A. The indications made beiow relate to the microorganism referred to in the description 
on page 1 64 . line N/A 

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet 

Name of depositary institution 

American Type Culture Collection 

Address of depositary institution (including postal code and country) 

10S01 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit December 3. 1997 


Accession Number 2095 1 1 


C. ADDITIONAL INDICATIONS (leave blank it not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed beiow will be submitted to the international Bureau later {specif the general nature of the indications, e.g.. "Accession 
Number of Deposit") 



For receiving Office use only . 



V I "^' s snc=t was rccei-veiwith the international aopiication 

AJ £w«on Smith 

f.'r^fs! Soecialist 



Authorized office: f r 




0 4 JUN >m 





• For international Bureau use onlv . 



□ 



This sheet was received by the Internationa! Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCT Rule \3bis) 



A. The indications made beiow relate to the microorganism referred to in the description 
on page 167 __ - linc N/A =^ 



B. IDENTIFICATION OF DEPOSIT . Further deposits are identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

0801 University Boulevard 
Manassas. Virginia 20110-2209 
United States of America 



Date of deposit April 4, 1997 



Accession Number 97975 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet , _ 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for ail designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed beiow will be submitted to the international Bureau later {specify the general nature of the indications, e.g.. "Accession 
Number of Deposit") 



For receiving Office use only 



For International Bureau use only 



This sheet was received' with the-inLaraaiiona! application 



This sheei was received fay the international Bureau on: 



Authorized officer 



0 L JUN 1998 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCT Rule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 167 .line N/A 



B. IDENTIFICATION OF DEPOSIT 



Further deposits are identified on an additional sheet — 



Name of depositary institution 



American Type Culture Collection 



Address of depositary institution (including postal code and country) 

1 080 1 University Boulevard 
Manassas. Virginia 201 10-2209 
United States of America 



Date of deposii May 29. 1997 


Accession Number 20908 1 


C. ADDITIONAL INDICATIONS {leave blank'if no: applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank'if not applicable) 



The indications listed below will be submitted to the International Bureau iater {specify the general nature ofihe indications, e.g.. 'Accession 
Number of Deposit") 



For receiving Office use oniv . 



This sheet was received with the international application 



Authorized officer 




0 l m 1398 :: 





> For International Bureau use oniv 



□ 



Tnis sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCT Rule \2bis) 



A. The indications made beiow relate to the microorganism referred to in the description 
on page ,17] , Hne N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 4, 1997 



Accession Number 97976 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications hsted below will be submined to the international Bureau later {specify ine general nature of the indications, e.g.. "Accession 
Number of Deposit ") 



For receiving Office use only 



This sheet was received with the international :appli cation 



Authorizea officer 



0 4 JtfN Vr'to 



' For International Bureau use oniv 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATION S RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule 136is; 



A. The indications made below relate to the microorganism referred to in the description 
on paee I 72 . line N/A 



B. IDENTIFICATION OF DEPOSIT 



Further deposits are identified on an additional sheet — 



Name of depositary institution 



American Type Culture Collection 



Date of deposit April 4, 1997 


Accession Number 97977 


C. ADDITIONAL INDICATIONS (leave blank-ifnat applicable) This information is continued on an additional sheet " '" 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed bciow will be submitted to the International Bureau later {specify the general nature of the indications, e.g.. "Accession 
Number of Deposit") 



For receivina Office use onlv . 



ST*" 



is sheet was received jvith the .intentional application 



Authorized officer 



• For international Bureau use oniv 



□ 



This sheet was received by the Inremationai Bureau on: 



Authorized officer 



WO 98/54963 



755 



PCT/US9S/11422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule \2bis) 



. A. The indications made beiow relate to the microorganism referred to in the description 
on page J 72 .line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including posial code and country) 

10801 University Boulevard 
Manassas. Virginia 201 10-2209 
United States of America 



Date of deposit May. 29, 1997 



Accession Number 209082 



C. ADDITIONAL INDICATIONS {leave blank if not applicable) This information is continued on an addiiionai sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below wiii be submitted to the International Bureau later {specify the general nature of the indications, e.g., "Accession 
Number of Deposit") 



For receiving Office use only , 



1 \ i^Vis sheet was received with the internal isnai application 



-tor** 



Autnonzed officer 



0 4 JUN 7998 



i For International Bureau use onlv 



□ 



This sheet was received by the international Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCT Rule, \ 3bis) 

A. The indications made below relate to the microorganism referred to in the description 
on page 1 76 , line N/A 

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet r * 
Name of depositary institution 

American Type Culture Collection 

Address of depositary institution (including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 28, 1997 


Accession Number 209007 


C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later [specifv the general nature of the indications e z "Accession 
Numoer of Deposit") ' " 6 " ' 



For receiving Office use only , 



j^TTnis sheet was received with the international application 



Autnonzcti officer 

0 4 JUN 1998 



■ For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule \3bis) 

A. The indications made below reiate to the microorganism referred to in the description 
on page .176 .line N/A 

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet r~ 
Name of depositary institution 

American Type Culture Collection 

Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit May 29, 1997 


Accession Number 209083 


C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for alt designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications iisted below will be submitted to the international Bureau iater {specify the general nature of the maicattons. e.g.. "Accession 
Number of Deposit") 



For receiving Office use only , 



| ] This sheet was received, with che-inwrnational application 

* " : Aliens 



Authorized officer 

0 4 JUN 1998 



• For International Bureau use onlv 



□ 



This sheer was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCT Rule 1 3b is) 

A. The indications made beiow relate to the microorganism referred to in the description 

on page Y79 .line N/A • 

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet 
Name of depositary institution 

American Type Culture Collection 

Address of depositary institution (including postal code and country) — 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit April 28, 1997 


Accession Number 209008 


C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet — 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nature of the indications e g "ic-ession 
Number of Deposit") 



For receiving Office use onlv . 



□ 



This sheet was received with the intemationai application 



Authorized officer 



' For international Bureau use only • 



□ 



This sheet was received by the International Bureau c 



Authorized oiTicer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRuIe \2bis) 

A. The indications made below reiate to the microorganism referred to in the description 
on page 1 79 . line N/A 

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet 
Name of depositary institution 

American Type Culture Collection 

Address of depositary institution [including pcrsial code and country) 

10801 Universiry Boulevard 
Manassas, Virginia 20110-2209 
United States' of America 



Date ot* deposit May 29, 1997 


Accession Number 209084 


C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D- DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for alt designated States) 



E- SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nature of the indications, e.g.. "Accession 
Number of Deposit") 



For receiving Office use onlv , 



□ This sheet was received with Die international application 



Authorized ofneer 



G 4 JUN 1998 



■ For International Bureau use onlv 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCT Rule I36^j 

A. The indications made beiow relate to the microorganism referred to in the description 
on page 1 80 , line N/A 

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet r~! 
Name of depositary institution 

American Type Culture Collection 

Address of depositary institution {including postal code and country) 

10801 Universiry Boulevard 
Manassas, Virginia 201 10-2209 
- United States of America 



Date of deposit April 28, 1997 


Accession Number 2090 1 0 


C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are nor for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed beiow will be submitted to the international Bureau later {specify the general nature of the indications, e.g.. "Accession 
Number of Deposit") 



For receiving Office use onlv , 



□ 



This sheet was received with the international application 



Authorized office: 



• For International Bureau use only ■ 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule \3bis) 

A. The indications made below relate to the microorganism referred to in the description 
on page 1 80 . line N/A 

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet — • 

Name of depositary institution 

"American Type Culture Collection 

Address of depositary institution (including postal code and country) ~~ 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit May 29, 1997 


Accession Number 209085 


C. ADDITIONAL INDICATIONS (leave blank if not applicable) i his information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all donated States) 



E. SEPARATE FURBISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International 3ureau later [specify me general nature of the indications e z "Accession 
Number of Deposit") * 6 '" 



For receiving Office use only , 



□ 



This sheet was received with the interiratfonai application 

-srEiicns 



Authorized officer 



0 4- 



JUN 1998 



- For international Bureau use only 



□ 



This sheet was received by the Internationa! Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRuie nbis) 



A. The indications made beiow relate to the microorganism referred to in the description 
on page 182 , line N/A 



B. IDENTIFICATION OF DEPOSIT 



Further deposits are identified on an additional sheet 



Name of depositary institution 



American Type Culture Collection 



Address of depositary institution. (including postal code and country) 

10801 University Bouievard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit April 28, 1997 


Accession Number . 209009 


C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an addiiional sheet — 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for ait designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nazure ofihe indications, e.g., "Accession 
Number of Deposit") 



For receiving Office use only , 



□ 



Tnis sheet was received with the international application 



■ For international Bureau use onlv 



□ 



This sheer was received by the International Bureau on: 



Authorized officer 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule 13te; 

A. The indications made below reiate co the microorganism referred to in the description 
on page 1 86 , iine N/A 

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet ~: 
Name of depositary institution 

American Type Culture Collection 

Address of depositary institution {including postal code and country) 

10801 University Bouievard 
Manassas. Virginia 201 10-2209 
United States of America - 



Date of deposit April 28, 1 997 


Accession Number 209011 


C. ADDITIONAL INDICATIONS (leave blank if noi applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are nor for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed beiow will be submitted to the International Bureau later {specify the general nature of the indications, e.g.. "Accession 
Number of Deposit") 



For receiving Office use only , 



his sheer was received with the~imernaiionai application 

" :. -idealist 



Authorized officer 



0 4 JUN 1998 



• For international Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 



WO 98/54963 



764 



PCT/US98/11422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule Ubis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 174 , line N/A 



B. IDENTIFICATION OF DEPOSIT 



Further deposits are identified on an additional sheet r~) 



Name of depositary institution 



American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 7, 1998 


Accession Number 209746 


C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the international Bureau later {specify the general nature of the indications, e.g.. "Accession 
Number of Deposit") 



For receiving Office use only , 



his sheet was received with the international application 



Authorized officer 



0 4 JUN 1 



. For International Bureau use oniv . 



□ 



This sheet was received bv the international Bureau on: 



Authorized officer 



WO 9S/54963 
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What Is Claimed Is: 

1 . An isolated nucleic acid molecule comprising a polynucleotide having a 
nucleotide sequence at least 95 ^identical to a sequence selected from the group 
consisting of: 

(a) a polynucleotide fragment of SEQ ID NO:X or a polynucleotide fragment of 
the cDNA sequence included in'ATCC Deposit No:Z 7 which is hybridizable to SEQ ID 
NO:X; 

(b) a polynucleotide encoding a polypeptide fragment of SEQ ID NO:Y or a 
polypeptide fragment encoded by the cDNA sequence included in ATCC Deposit No:Z, 
which is hybridizable to SEQ ID NO:X; 

(c) a polynucleotide encoding a polypeptide domain of SEQ ID NO: Y or a 
polypeptide domain encoded by the cDNA sequence included' in ATCC Deposit No:Z, 
which is hybridizable to SEQ ID NO:X; 

(d) a polynucleotide encoding a polypeptide epitope of SEQ ID NO: Y or a 
polypeptide epitope encoded by the cDNA sequence included in ATCC Deposit No:Z, 
which is hybridizable to SEQ ID NO:X; 

(e) a polynucleotide encoding a polypeptide of SEQ ID NO: Y or the cDNA 
sequence included in ATCC Deposit No:Z, which is hybridizable to SEQ ID NO:X, 
having biological activity; 

(f) a polynucleotide which is a variant of SEQ ID NO:X; 

(g) a polynucleotide which is an allelic variant of SEQ ID NO:X; 

(h) a polynucleotide which encodes a species homologue of the SEQ ID NO: Y; 

(i) a polynucleotide capable of hybridizing under stringent conditions to any 
one of the polynucleotides specified in (a)-(h), wherein said polynucleotide does not 
hybridize under stringent conditions to a nucleic acid molecule having a nucleotide 
sequence of only A residues or of only T residues. 

2. The isolated nucleic acid molecule of claim I, wherein the 
polynucleotide fragment comprises a nucleotide sequence encoding a secreted protein. 

3 . The isolated nucleic acid molecule of claim 1 , wherein the 
polynucleotide fragment comprises a nucleotide sequence encoding the sequence 
identified as SEQ ID NO:Y or the polypeptide encoded by the cDNA sequence included 
in ATCC Deposit No:Z ? which is hybridizable to SEQ ID NO:X. 
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4 . The isolated nucleic acid molecule of claim 1 , wherein the 
polynucleotide fragment comprises the entire nucleotide sequence of SEQ ID NO:X or 
the cDNA sequence included in ATCC Deposit No:Z, which is hybridizable to SEQ ED 
NO:X. 

5 . The isolated nucleic acid molecule of claim 2, wherein the nucleotide 
sequence comprises sequential nucleotide deletions from either the C-terminus or the N- 
terminus. 

6. The isolated nucleic acid molecule of claim 3, wherein the nucleotide 
sequence comprises sequential nucleotide deletions from either the C-terminus or the N- 
terminus. 

I, A recombinant vector comprising the isolated nucleic acid molecule of 
claim 1. 

8. A method of making a recombinant host cell comprising the isolated 
nucleic acid molecule of claim L 

9. A recombinant host cell produced by the method of claim 8. 

1 0. The recombinant host cell of claim 9 comprising vector sequences. 

II. An isolated polypeptide comprising an amino acid sequence at least 95% 
identical to a sequence selected from the group consisting of: 

(a) a polypeptide fragment of SEQ ID NO: Y or the encoded sequence included , 
in ATCC Deposit No:Z; 

(b) a polypeptide fragment of SEQ ED NO: Y or the encoded sequence included 
in ATCC Deposit No:Z, having biological activity; 

(c) a polypepude domain of SEQ ID NO:Y or the encoded sequence included in 
ATCC Deposit No:Z; 

(d) a polypepude epitope of SEQ ID NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 

(e) a secreted form of SEQ ED NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 

(f) a full length protein of SEQ ED NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 
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(g) a variant of SEQ ID NO: Y; 

(h) an allelic variant of SEQ ID NO: Y; or 

(i) a species homologue of the SEQ ID NO: Y. 

12. The isolated polypeptide of claim 1 1 , wherein the secreted form or the 
full length protein comprises sequential amino acid deletions from either the C-terminus 
or the N-terminus. 

1 3. An isolated antibody that binds specifically to the isolated polypeptide of 
claim 11. 

14. A recombinant host cell that expresses the isolated polypeptide of claim 

11. 

15. A method of making an isolated polypeptide comprising: 

(a) culturing the recombinant host cell of claim 14 under conditions such that 
said polypeptide is expressed; and 

(b) recovering said polypeptide. 

1 6. The polypeptide produced by claim 15. 

17. A method for preventing, treating, or ameliorating a medical condition, 
comprising administering to a mammalian subject a therapeutically effective amount of 
the polypeptide of claim 1 1 or the polynucleotide of claim 1. 

18. A method of diagnosing a pathological condition or a susceptibility to a 
pathological condition in a subject comprising: 

(a) determining the presence or absence of a mutation in the polynucleotide of 
claim 1; and 

(b) diagnosing a pathological condition or a susceptibility to a pathological 
condition based on the presence or absence of said mutation. 

19. A method of diagnosing a pathological condition or a susceptibility to a 
pathological condition in a subject comprising: 

(a) determining the presence or amount of expression of the polypeptide of 
claim 1 1 in a biological sample; and 

(b) diagnosing a pathological condidon or a susceptibility to a pathological 
condition based on the presence or amount of expression of the polypeptide. 
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20. A method for identifying a binding partner to the polypeptide of claim 1 1 
comprising: • 

(a) contacting the polypeptide of claim 1 1 with a binding partner, and 
Co) determining whether the binding partner effects an activity of the 
polypeptide. 

2 1 . The gene corresponding to the cDNA. sequence of SEQ ID. NO: Y. 

22. A method of identifying an activity in a biological assay, wherein the 
method comprises: 

(a) expressing SEQ ID NO:X in a cell; 

(b) isolating the supernatant; 

(c) .detecting an activity in a biological assay; and 

(d) identifying the protein in the supernatant having the activity. 

23. The product produced by the method of claim 22. 
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